Dataset used for retraining the IEDB class | binding prediction tools.

e Description of the dataset: The dataset is largely identical to that of Kim et al (2014), described above, but
Includes additional data that was not publicly available at the time.

o Date of the dataset generation: 2013

e Details on the dataset generation: The dataset was compiled from three sources: the IEDB, the Sette lab, and
the Buus lab. If a peptide/allele combination had more than 1 measurement among the three sources, its
geometric mean was taken.

o Data format: Compressed text file containing binding data.

e Dataset availability: binding_data 2013.zip




