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Correlates with Sftpa1

Sftpa1 1.00
Slc34a2 0.96
Lamp3 0.95
Cd36 0.95
Cxcl15 0.92
Sftpc 0.90
Scd1 0.90
Sftpb 0.87
Lyz2 0.82
Egfl6 0.81
Hc 0.81
Etv5 0.81
Cd74 0.80
Dram1 0.78
Chil1 0.78
Sftpd 0.77
Napsa 0.77
Rnase4 0.75
S100g 0.73
H2-Aa 0.73
H2-Ab1 0.67
Baiap2l1 0.67

Lpcat1 0.66
H2-Eb1 0.66
Ctsc 0.63
Acsl4 0.63
Lcn2 0.63
Il33 0.63
Acot7 0.62
Npc2 0.62
Pon3 0.61
Cat 0.60
Ly6e 0.59
Elovl1 0.58
Ank3 0.57
Adgrf5 0.54
Scp2 0.53
Pi4k2b 0.52
Col4a3 -0.50
Crip2 -0.50
Krt8 -0.50
Arhgef26 -0.50
Pde7a -0.50
Tinagl1 -0.50

Vegfa -0.51
Wdr45 -0.51
2200002D01Rik -0.51
Anxa1 -0.52
Pmp22 -0.52
Gja1 -0.53
Emp2 -0.53
Gprc5a -0.53
Tjp1 -0.54
Atxn1 -0.54
Col4a4 -0.55
Itgb6 -0.55
Lgals3 -0.55
Ptrf -0.55
Dpysl2 -0.55
Dag1 -0.56
Lmo7 -0.57
Clic3 -0.57
Krt7 -0.57
Msln -0.58
Rpl27-ps3 -0.58

Fbln5 -0.58
Limch1 -0.59
Qk -0.59
Sema3a -0.61
Agrn -0.61
Ppp3ca -0.62
Rpl36 -0.63
S100a6 -0.64
Clic5 -0.64
Tmem213 -0.64
Cav1 -0.65
Akap5 -0.66
Gm10076 -0.66
Myh9 -0.67
Rtkn2 -0.67
Ahnak -0.67
Krt19 -0.67
Pdpn -0.69
Fstl1 -0.71
Hopx -0.71
Sdpr -0.75


