D- Iterating all steps over systems
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Consider next Model (B) to filter hits
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Check quorum C4 => Rejected (min_mandatory_genes_required / min_genes_required)

C5 => Rejected (min_mandatory_genes_required / min_genes_required)

Cé6 => Rejected (min_mandatory_genes_required / min_genes_required)

C4 C5 => System "SB_1"

C4 C6 => System "SB_2"

C5 Cé6 => System "SB_3"

C4 C5 C6 => System "SB_4"
Compute Systems' scores (2 w6 | 76 A .

sa_1-2 L - (1+1)+(1+05)-(1*1.5)=2.0

s o2 LHE] che- (1+1)+(0.5+1)-(0*1.5)=3.5

sp_3 eI chs- (1+0.5)+(0.5+1)-(0*15)=3.0

so ¢ 2 INEI I o Ml (14 1)+ (140.5)+(05+1)-(1*1.5)=35




