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CphanA TCT False False 34 -0.054570 10 28 False 1 1 0.060

CgallA TCT False False 39 -0.227480 10 28 False 1 1 0.060

CdefoA TCT False False 38 -0.247602 10 28 False 1 1 0.060

HuvarA
TCA False False 50 -0.508309 6 31 False 1 1 0.051

TCT False False 26 -0.296310 6 16 False 1 1 0.052

YlipoB TCT False False 41 -0.240576 9 31 False 1 1 0.056

YlipoA TCT False False 41 -0.240576 9 31 False 1 1 0.056

CsantA AGT False False 78 -0.329238 11 54 False 1 1 0.000

CalimA TCT False False 37 -0.221448 9 26 False 1 1 0.060

SjapoA TCC False False 3 1.480769 3 0 False 1 1 0.007

SpombA
AGT False False 31 -0.359951 6 17 False 1 1 0.000

TCT False False 29 -0.225474 6 17 False 1 1 0.000

CzempA AGT False False 38 -0.487934 6 21 False 1 1 0.000

SoctoA
AGT False False 32 -0.296935 6 15 False 2 2 0.000

TCA False False 35 -0.290682 6 21 False 1 1 0.000

ScryoA TCT False False 29 -0.229832 6 20 False 1 1 0.000
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