CoReTracker report
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Telford

2.728625
2.415162
2.108035
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2.810421
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Tot.
count

22
82
162
78
21
123
60
129
97
63
97
138
33
66
133
89
137

84
129
112
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20
113
83
127
25
111
100
46
97
156
59
31
95
59
126
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91
74

Telford

2.720307
2.770353
2.557336
2.685160
2.551487
2.704230
2.781095
2.660845
2.807943
2.598421
2.511889
2.688186
2.725503
2.737587
2.659307
2.842811
2.705997
3.054146
2.697583
2.724040
2.648839
2.483278
2.770651
2.763287
2.769871
2.702147
2.517687
2.271295
2.791402
2.789520
2.700853
2.712939
2.843273
2.299259
2.176085
2.827749
2.821050
2.994670
2.754507
2.422857
2.318164

Tot.
Genes

10
13
11
12
5
7
9

Use.
count

20
73
121
61
16
103
56
116
89
47
73
120
29
59
117
82
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17
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13
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140
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57
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Val
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Prob

0.066
0.061
0.211
0.000
0.000
0.000
0.000
0.449
0.000
0.224
0.000
0.501
0.062
0.058
0.465
0.000
0.258
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0.209
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0.452
0.000
0.001
0.000
0.256
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0.363
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0.058
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0.002
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0.080
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Tot.
count

131
131
131
131
138
23
89
88
45
79
131
140
12
64
25
30
104
33
106
60
71
62
62
60
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4
172
44
126
91
35
75
152
152
152
152
152
167
33
145
69

Telford

2.832329
2.832329
2.832329
2.832329
2.742767
2.581857
2.843816
2.549166
2.546312
2.678276
2.832329
2.566891
2.887728
2.701936
2.375283
2.255292
2.238100
2.815354
2.718117
2.853610
2.801385
2.816598
2.816598
2.822194
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2.622935
2.611197
2.694044
2.858969
2.653284
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Tot.
Genes

13
13
13
13
13
7

11
13
9

11
13
13
4

12

13
13
12
11
11
10
13
10
13
10
12
11
10
13
13
13
13
13
13
13

13
11

Use.
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122
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34
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0.057
0.057
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0.215
0.000
0.000
0.219
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0.237
0.000
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0.364
0.058
0.058
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0.328
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0.504
0.058
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Tot.
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32
188
206
144
93
91
46
78
92
47
76
19
206
46
147

132
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59
95
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75
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23
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88
71
49
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41
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Telford

2.456729
2.575574
2.560997
2.527388
2.687338
2.541415
2.571921
2.615965
2.545833
2.572974
2.611208
2.663377
2.667128
1.147464
2.696916
3.184834
2.666231
2.838687
2.793986
2.764484
2.725450
2.551208
2.585845
2.634615
2.639775
2.828580
2.715197
2.942169
2.546535
2.548947
2.197862
2.700386
2.744834
2.837177
2.823739
2.562627
2.471439
2.701182
2.761364
2.724262
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26
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0.289
0.000
0.213
0.242
0.000
0.227
0.000
0.000
0.260
0.000
0.000
0.062
0.057
0.264
0.058
0.243
0.000
0.313
0.000
0.000
0.000
0.234
0.000
0.000
0.465
0.000
0.202
0.001
0.000
0.001
0.000
0.070
0.452
0.000
0.000
0.217
0.000
0.000
0.000
0.000
0.236
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Tot.
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23
125
122
127
40
187
127
38
145
147
145
197
32
174
55
42
33
172
123
121
117
120
157
62
63
10
170
128
156
56
125
43
148
147
93
24
129
138
85
31

Telford

2.823110
2.713232
2.734389
2.725450
2.496774
2.652076
2.725450
2.794126
2.813037
2.818031
2.816106
2.757373
2.780513
2.763305
2.789423
2.319783
2.806376
2.568454
2.694055
2.701036
2.691798
2.696394
2.704823
2.761861
2.443351
1.830290
2.296893
2.743009
2.508435
2.701455
2.851406
1.140663
2.700377
2.553080
2.700509
1.190647
2.761550
2.684127
2.821375
2.739143

Tot.
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17
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113
31
155
113
34
137
139
137
179
28
159
50
27
27
140
103
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98
101
140
56
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Trans.
Val

False
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Prob

0.106
0.000
0.000
0.000
0.290
0.000
0.000
0.000
0.057
0.057
0.057
0.396
0.066
0.366
0.062
0.228
0.000
0.000
0.000
0.000
0.000
0.000
0.392
0.058
0.219
0.000
0.000
0.000
0.210
0.000
0.057
0.268
0.063
0.213
0.000
0.224
0.000
0.411
0.057
0.069
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