CoReTracker report

HuvarA
CphanA
CgallA
CdefoA
LstarA
YlipoB
YlipoA
CalimA
SjapoA
MfariA

TAC
TAT
TAT
TAT
TAT
TAT
TAT
TAT
TAT
TAT

Clad.
Val

False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False

False

Tot.
count

47

124
112
114
87

114
114
117
62

117

Telford

-0.824904
-0.866231
-0.905599
-0.895713
-0.828454
-0.873562
-0.873562
-0.889034
-1.032822
-0.929937

Tot.
Genes

6

12
13
i
10
13
13
12
6

12

Use.
count

39

109
100
101
74

102
102
106
45

113

Trans.
Val

False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.051
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