CoReTracker report

CneerA
CgigaA
CbuenA
SpombA
SoctoA

ScryoA

GGA
GGT
GGT
GGA
GGA
GGA

Clad.
Val

False
False
False
False
False

False

Reassigned

False
False
False
False
False

False

Tot.

count Telford
45 -1.790856
70 -1.788116
138 -1.793737
31 -1.526413
40 -1.589214
40 -1.510253

Tot.
Genes

12
12
13
6
6
7

Use.
count

44
65
129
26
30
29

Trans.
Val

False
False
False
False
False

False

Rea.
Genes
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Prob

0.000
0.000
0.000
0.056
0.000
0.000
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