CoReTracker report
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Acropora

Bfloridae

Katharina

Geodia

Metridium

Balanoglossus

Tetrancistrum_nebulosi

Strigamia_maritima

GTT
GTA
GTC
GTT
GTA
GTC
GTG
GTT
GTA
GTG
GTT
GTA
GTT
GTC
GTT
GTA
GTG
GTT
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTC
GTG
GTT
GTC
GTG

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

43
85
11
23
12
3

36
74
24
12
70
23
32
23
14
85
20
25
30
&5
18
6

10
15
32
40
32
38
27
17
30
22
37
6

16
50
9

27
39
5

14

Telford

1.353011
1.120149
1.330211
1.455866
0.657505
1.194915
1.133429
0.761158
1.097849
0.974468
0.902538
1.168350
1.052377
1.343017
1.455390
1.049301
1.042691
1.250520
1.228326
1.060629
1.567643
1.527426
1.161209
0.918197
1.212783
1.192506
1.312500
0.986367
1.161041
1.012103
1.064212
1.021102
1.119580
1.453390
1.252874
0.718093
1.420749
1.697143
0.652202
2.158730
1.679035

Tot.
Genes

10
11
4
8
7
3

Use.
count

25
26
7

18
2

1

7

31
10
4

20
20
26
13
10
28
15
20
25
27
9

5

5

11
21
34
23
30
22
13
24
17
30
5

14
17
3

9

12

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

P A N 00O P W N N WO

[En
o

AN W NP NN ERE NN RP P N OO ODN PP WO R PP DO DN DNDNDNDNDNDMNDND O W

Rea.
count

R W A~ N W ©

N P N N N P W w hr w0 0P, W, O W W N DNDNDN W w

[EEN
N

A N W ©O© DN



Trichinella
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Clad.

2 Tot. Telford Tot. Use. Trans. Rea. Rea.

Reassigned
9 count Genes count Val Genes count

GTT False False 25 1.304840 10 16 False 4 4
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