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Tot.

count Telford
25 -1.778850
51 -1.699089
56 -1.731059
62 -1.827142
57 -1.850552
60 -1.701712
41 -1.493020
41 -1.684015
63 -1.857398
15 -1.590521
64 -1.859187
2 0.224138
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Clad. . Tot. Tot. Use. Trans. Rea. Rea.
Val Reassigned count Telford Genes count Val Genes count Prob
CCT False False 54 -1.684500 5 50 False 1 2 0.000

MingeA CCA False False 67 -1.864355 12 66 False 1 1 0.000



	CoReTracker report

