CoReTracker report

CnorvA
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LkluyF
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LstarA

WmucoA
CsantA
MtetrA
ScereA
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Tot.
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56
45
42
42
41
42
53
42
34
43
34
13
44
53
42
54
43
57
42
43
48
52
59
22
40
43
40
52
57
45
52
39
42
Sl
39
42

Telford

0.033516
0.073219
0.063631
0.058497
0.069076
0.069076
0.070676
0.077187
0.004763
0.069076
0.147381
0.045027
0.175115
0.414038
0.015548
0.052506
-0.056392
-0.097340
0.069668
0.001647
0.072347
0.069668
0.088286
0.046786
0.056022
0.147396
0.071531
0.062987
0.071531
0.159617
0.001101
0.058497
0.108996
0.073471
0.070400
0.035670
0.073291
0.069076
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Val
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BcaliA
LkluyC
SpastA

CAT
CAT
CAT

Clad.
Val

False
False

False

Reassigned

False
False

False

Tot.
count

60
42
42

Telford

0.035222
0.069076
0.070448

Tot.
Genes

9
5
5

Use.
count

53
41
40

Trans.
Val

False
False

False

Rea.
Genes

1
1
1

Rea.
count

1
1
1

Prob

0
0
0
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