CoReTracker report

LstarA
CphanA
CgallA
ScastA
CdefoA
CgigaA
YlipoB
YlipoA
CsalmA
CalimA
SjapoA
BcustA
PkluyA
OanguA
LelonA

ACT
ACA
ACA
ACT
ACA
ACC
ACA
ACA
ACT
ACA
ACT
ACT
ACT
ACA
ACT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

54
81
73
27
78
43
70
70
70
84
58
58
13
51
52

Telford

-1.523944
-1.798825
-1.747126
-1.647247
-1.786867
-1.658607
-1.781882
-1.781882
-1.672071
-1.856527
-1.687801
-1.691259
-1.275253
-1.680667
-1.807771

Tot.
Genes

8
13
12
5
12
9
12
12
10
12
6
9
6
10
12

Use.
count

42
55
a7
26
52
37
46
46
44
58
32
44
10
38
49

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False
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