CoReTracker report
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Tot.
count

79
61
10
137
123
67
17
109
68
107
52
91
62
102
30
106
90
71
26
124
75
87
43
94
68
75
42
91
91
27
20
133
84
57
34
148
91
66

Telford

0.940707
0.959138
1.259091
0.995404
0.750000
0.969044
1.071809
0.821918
0.750000
1.048081
0.802939
0.947709
1.084783
1.044993
1.221212
0.959557
0.891348
0.957755
1.044597
0.959184
0.901316
0.845835
0.909948
0.797426
0.922512
1.046829
0.658485
0.982275
1.019841
1.076795
0.840547
0.964383
0.811524
0.862948
0.769959
0.795981
0.960120
1.028571
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count

66
50
7
126
93
57
12
83
46
84
42
72
48
77
22
90
66
55
17
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50
67
31
67
52
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32
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72
24
13
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70
41
25
117
74
61

Trans.
Val
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Clad.
Val
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Reassigned

False
False
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False
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False
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False
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False
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False
False
False
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Tot.
count

10
124
116
70
33
107
100
81
40
101
83
42
40
99
44
152
43
133
87
81
16
118
105
69
34
112
70
89
110
61
83
62
47
90
113
44
21
127
49
25
153

Telford

0.967890
0.950036
0.976690
0.922128
0.791148
0.948384
0.858452
0.907274
0.738688
0.811886
0.845024
0.828541
1.053531
0.879318
0.624744
0.856298
0.766423
0.804653
0.836117
0.996648
1.056180
0.998102
0.877648
0.994785
0.988000
0.927848
0.711985
0.992944
0.899019
0.879699
1.019748
0.965468
0.988462
0.905594
0.928772
0.882892
0.857759
0.962844
1.035487
1.068100
0.904274

Tot.
Genes

6

16
17
14
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17
13
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16
12
12
15
11
17
14
16
13
13
8

14
15
16
14
15
15
14
16
11
15
15
14
15
16
12
10
17
10
11
15

Use.
count

8
107
80
55
24
82
75
65
30
80
69
32
34
85
22
101
29
76
63
61
11
90
86
55
30
84
52
72
84
52
70
54
45
76
88
35
17
101
39
21
128

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
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Clad.
Val

False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False

False

Tot.
count

101
49
8
114
118
55
102
97
85
47
80

Telford

0.888692
0.990842
1.367232
0.928293
1.052952
0.775181
0.952926
0.852588
0.874070
0.874881
0.764874

Tot.
Genes

16
12
5

17
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13
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14
15
15

Use.
count

78
42
6

93
90
37
79
64
60
28
58

Trans.
Val

False
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False
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Rea.
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