
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

CnorvA TGT False False 23 -0.725508 10 14 False 1 2 0.151

LmeyeA TGT False False 13 -0.317437 5 8 False 1 2 0.000

CgallA TGT False False 16 -0.718609 8 8 False 1 1 0.000

CviswA TGT False False 15 -0.723864 8 13 False 1 1 0.003

CdefoA TGT False False 16 -0.718609 8 8 False 1 1 0.000

PpastA TGT False False 19 -0.943056 10 14 False 1 1 0.000

MstarA TGT False False 19 -0.714368 10 9 False 1 1 0.000

ScastA TGT False False 12 -0.298617 6 9 False 2 2 0.106

AgossA TGT False False 13 -0.686801 6 9 False 1 1 0.000

LkluyF TGT False False 13 -0.533930 5 9 False 1 1 0.000

SjapoA TGT False False 9 0.509072 5 3 False 2 2 0.139

LkluyD TGT False False 12 -0.496779 5 8 False 1 1 0.000

SpombA TGT False False 13 -0.154428 5 4 False 2 2 0.104

CvartA TGT False False 25 -0.574668 10 14 False 2 3 0.114

LkluyA TGT False False 13 -0.533930 5 9 False 1 1 0.000

MtetrA TGT False False 18 -0.723404 10 10 False 1 1 0.000

CphanA TGT False False 16 -0.718609 8 8 False 1 1 0.000

CzempA TGT False False 14 -0.786212 6 6 False 1 1 0.000

MmagnB TGT False False 19 -0.680188 10 10 False 1 1 0.000

MmagnA TGT False False 19 -0.680188 10 10 False 1 1 0.000

WmucoA TGT False False 19 -0.550084 10 14 False 1 2 0.151

CalimA TGT False False 16 -0.718609 8 8 False 1 1 0.000

CsantA TGT False False 21 -0.775696 10 6 False 2 2 0.000

ScereC
TGC False False 1 2.077670 1 0 False 1 1 0.356

TGT False False 9 -0.451788 5 8 False 1 1 0.000

ScereA
TGC False False 1 2.077670 1 0 False 1 1 0.356

TGT False False 9 -0.451788 5 8 False 1 1 0.000

CsuavA TGT False False 24 -0.555257 10 13 False 2 3 0.000

ScereD
TGC False False 3 0.042763 2 2 False 1 1 0.007

TGT False False 7 -0.299169 5 6 False 1 1 0.000

ScereE TGT False False 9 -0.451788 5 8 False 1 1 0.000

CcastA TGT False False 11 -0.360000 4 9 False 1 1 0.000

PcanaA TGT False False 21 -0.822778 10 14 False 1 1 0.000

WpijpA TGT False False 14 -0.391213 6 10 False 1 2 0.118

BarxA TGT True True 1 3.209091 1 0 False 1 1 0.517

LanspB TGT False False 14 -0.364330 5 9 False 1 2 0.103

CoxycA TGT False False 2 1.572727 1 1 False 1 1 0.324

LanspA TGT False False 10 -0.213115 5 6 False 1 2 0.000
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LdasiA TGT False False 14 -0.364330 5 9 False 1 2 0.103

CsalmA TGT False False 24 -0.412764 10 11 False 2 3 0.127

YlipoB TGT False False 16 -0.718609 8 8 False 1 1 0.000

YlipoA TGT False False 16 -0.718609 8 8 False 1 1 0.000

SoctoA TGT False False 14 0.006285 6 4 False 2 3 0.202

CjadiA TGT False False 24 -0.556600 10 14 False 2 3 0.114

AgossB TGT False False 13 -0.686801 6 9 False 1 1 0.000

CsubhA TGT False False 8 -0.423659 6 7 False 1 1 0.000

BcustA TGT False False 24 -0.941311 10 13 False 1 1 0.000

CglabA TGT False False 11 -0.245785 5 9 False 2 2 0.119

CsubhB TGT False False 8 -0.423659 6 7 False 1 1 0.000

LkluyC TGT False False 13 -0.533930 5 9 False 1 1 0.000

NdelpA TGT False False 11 -0.245785 5 9 False 2 2 0.119

ScryoA TGT False False 15 0.161669 6 4 False 2 3 0.238

LnothA TGT False False 14 -0.364330 5 9 False 1 2 0.103

SarboA TGT False False 9 -0.112190 5 7 False 1 2 0.002

HuvarA TGT False False 12 -0.210697 4 5 False 2 2 0.117

LkluyE TGT False False 13 -0.533930 5 9 False 1 1 0.000

KtherA TGT False False 13 -0.552317 5 9 False 1 1 0.000

KlactA
TGC False False 1 2.540000 1 0 False 1 1 0.352

TGT False False 12 -0.300000 4 8 False 1 2 0.000

BcaliA
TGC False False 1 2.194175 1 0 False 1 1 0.442

TGT False False 21 -0.822778 10 14 False 1 1 0.000

NbaciA TGT False False 11 -0.293440 5 8 False 1 2 0.108

SpastA TGT False False 10 -0.240506 6 7 False 1 2 0.000

MingeA TGT False False 18 -0.669939 10 9 False 1 1 0.000
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