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Schistosoma
TCA False False 17 -0.870091 8 9 False 1 1 0.000

TCT False False 38 -1.026351 8 14 False 1 1 0.000

Echinococcus_equinus

AGT False False 23 -0.274945 7 12 False 2 2 0.000

TCG False False 8 -0.459119 5 4 False 1 1 0.000

TCT False False 41 -1.002520 10 18 False 2 2 0.000

Taenia_crassiceps

AGT False False 36 -0.792493 9 17 False 1 1 0.000

TCA False False 15 -0.723077 4 10 False 1 1 0.000

TCT False False 44 -0.886217 11 14 False 2 2 0.000

Benedenia_hoshinai

AGT False False 33 -1.105426 9 14 False 1 1 0.000

TCA False False 7 -0.247232 4 3 False 1 1 0.000

TCT False False 53 -0.733848 10 23 False 3 3 0.000

Fasciola TCT False False 52 -0.893032 10 20 False 3 3 0.000

Trichobilharzia_regenti

AGT False False 45 -1.076923 9 15 False 1 1 0.000

TCG False False 6 -0.194805 2 2 False 1 1 0.000

TCT False False 37 -0.912500 8 21 False 1 1 0.000

Tetrancistrum_nebulosi TCC False False 8 -0.665595 5 2 False 1 1 0.000

Versteria_mustelae

AGT False False 37 -0.692308 9 15 False 2 2 0.000

TCG False False 7 -0.392727 6 2 False 1 1 0.000

TCT False False 53 -1.190315 11 20 False 1 1 0.000

Caenorhabditis TCT False False 23 -1.023622 9 12 False 1 1 0.000

Haplorchis_taichui
TCA False False 4 0.866242 4 1 False 1 1 0.000

TCT False False 43 -1.186643 8 15 False 1 1 0.003
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