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Tot.
count

73
52
85
81
52
38
50
41
41
24
37
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38
38
38
62
3

62

Telford

-1.870894
-1.886010
-1.982851
-1.973774
-1.886010
-1.831835
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-1.803476
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Tot.
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12
11
12
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11
10

Use.
count

53
34
63
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34
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Trans.
Val
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Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
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0.000
0.000
0.000
0.063
0.000
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