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Metaseiulus_occidentalis AAT False False 30 0.093083 8 21 False 1 1 0

Paracentrotus AAT False False 13 0.597222 4 11 False 1 1 0

Aphrocallistes_vastus AAC False False 20 0.891443 8 15 False 2 2 0

Echinococcus_equinus AAT False False 36 -0.033619 7 15 False 1 1 0

Taenia_crassiceps AAT False False 23 0.147689 6 10 False 1 1 0

Schistosoma AAT False False 22 0.064478 8 10 False 1 1 0

Ciona AAT False False 41 0.352757 9 32 False 1 1 0

Fasciola AAT False False 27 0.403257 8 13 False 2 2 0

Pseudogarypus_banksi AAT False False 29 0.339840 10 21 False 1 1 0

Ascidiella_aspersa AAT False False 30 0.488412 8 26 False 1 1 0

Trichinella
AAC False False 25 0.181818 7 16 False 1 1 0

AAT False False 17 0.279635 8 10 False 1 1 0
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