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CnorvA
ACA False False 56 -0.163647 11 45 False 1 1 0.000

ACT False False 44 0.067617 10 34 False 2 2 0.000

LmeyeA ACA False False 48 -0.089160 7 44 False 1 1 0.000

CgallA
ACA False False 73 -0.470546 12 47 False 1 1 0.000

ACT False False 44 -0.052338 11 32 False 1 1 0.000

CbuenA ACG False False 1 3.809091 1 0 False 1 1 0.288

CviswA ACT False False 53 -0.055232 11 48 False 1 1 0.000

CdefoA
ACA False False 78 -0.390313 12 52 False 1 1 0.000

ACT False False 39 -0.158460 11 26 False 1 1 0.000

PpastA ACA False False 87 -0.307663 12 73 False 1 1 0.000

MstarA ACA False False 55 -0.137123 10 41 False 1 1 0.000

ScastA ACA False False 38 -0.076864 7 30 False 1 1 0.000

LkluyF ACA False False 41 -0.198547 7 36 False 1 1 0.000

LkluyE ACA False False 41 -0.198547 7 36 False 1 1 0.000

LkluyD ACA False False 41 -0.206048 7 36 False 1 1 0.000

NbaciA ACA False False 25 0.146910 7 18 False 1 1 0.000

CvartA
ACA False False 48 0.192596 12 43 False 1 2 0.000

ACT False False 53 -0.146296 10 41 False 2 2 0.000

LkluyA ACA False False 41 -0.198547 7 36 False 1 1 0.000

DhansA ACT False False 53 -0.035373 11 50 False 1 1 0.000

ClusiA ACT False False 64 0.023785 11 59 False 2 2 0.000

SpombA ACT False False 36 -0.218456 6 25 False 1 1 0.000

CzempA ACT False False 33 -0.384863 5 21 False 1 1 0.000

MmagnB ACA False False 89 -0.155422 11 65 False 1 1 0.000

ScereC ACA False False 38 -0.098099 7 33 False 1 1 0.000

MmagnA ACA False False 90 -0.165993 11 65 False 1 1 0.000

LstarA
ACA False False 37 -0.219687 8 25 False 1 1 0.000

ACT False False 54 -0.315821 8 42 False 1 1 0.000

MguilA ACT False False 50 -0.032021 12 46 False 2 2 0.000

SpastA ACA False False 33 -0.063737 6 29 False 1 1 0.000

CalimA
ACA False False 84 -0.339845 12 58 False 1 1 0.000

ACT False False 31 -0.196889 10 20 False 1 1 0.000

CsantA
ACA False False 56 -0.447573 13 35 False 1 1 0.000

ACT False False 54 -0.408705 11 37 False 2 2 0.000

MtetrA
ACA False False 63 -0.237294 11 41 False 1 1 0.000

ACG False False 17 0.137687 7 11 False 1 1 0.000

LelonA ACT False False 52 0.007607 12 49 False 2 2 0.000

CsaraA ACA False False 56 -0.003480 11 52 False 1 1 0.000
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CsuavA
ACA False False 64 -0.153732 13 54 False 1 1 0.000

ACT False False 35 0.187908 9 29 False 2 2 0.000

ScereD ACA False False 37 -0.033281 7 33 False 1 1 0.000

ScereE ACA False False 36 -0.049158 7 33 False 1 1 0.000

PkluyA ACA False False 99 -0.316041 11 80 False 1 1 0.000

MfariB ACT False False 42 0.058260 9 40 False 1 1 0.000

CcastA ACA False False 26 -0.107721 6 22 False 1 1 0.000

PcanaA
ACA False False 59 -0.055863 12 51 False 1 1 0.000

ACT False False 41 -0.085019 10 32 False 2 2 0.000

WpijpA ACA False False 49 -0.166239 7 42 False 2 2 0.000

BarxA ACA False False 15 -0.540000 1 8 False 1 1 0.048

LanspB ACA False False 45 -0.093356 7 41 False 1 1 0.000

CphanA ACA False False 81 -0.366580 13 55 False 2 2 0.000

LanspA ACT False False 23 0.031946 5 22 False 1 1 0.000

LdasiA ACA False False 43 -0.055791 7 39 False 1 1 0.000

YlipoB
ACA False False 70 -0.258246 12 46 False 1 1 0.000

ACT False False 47 -0.264301 11 32 False 1 1 0.000

YlipoA
ACA False False 70 -0.258246 12 46 False 1 1 0.000

ACT False False 47 -0.264301 11 32 False 1 1 0.000

SoctoA ACT False False 39 -0.373408 6 24 False 1 1 0.000

CjadiA
ACA False False 65 -0.021655 11 59 False 1 1 0.000

ACT False False 35 -0.112235 10 26 False 2 2 0.000

CsubhA ACC False False 47 -0.105437 9 39 False 1 1 0.051

BcustA ACA False False 61 -0.252817 11 43 False 2 2 0.000

CglabA ACA False False 37 0.219257 7 30 False 2 2 0.000

CsubhB ACC False False 47 -0.105437 9 39 False 1 1 0.051

OanguA ACA False False 51 -0.226683 10 38 False 2 2 0.000

NdelpA
ACA False False 34 -0.028912 7 27 False 1 1 0.000

ACT False False 35 -0.025924 6 31 False 1 1 0.000

ScryoA
ACG False False 1 4.580000 1 0 False 1 1 0.050

ACT False False 37 -0.518748 6 23 False 1 1 0.000

LnothA ACA False False 42 -0.063888 7 38 False 1 1 0.000

CsakeA ACT False False 44 -0.082199 10 41 False 1 1 0.000

SarboA ACA False False 36 -0.065333 7 32 False 1 1 0.000

MingeA ACA False False 67 -0.308480 10 50 False 1 1 0.000

ScereA ACA False False 38 -0.098099 7 33 False 1 1 0.000

KtherA ACA False False 42 -0.047172 7 40 False 1 1 0.000

KlactA ACA False False 46 -0.190107 6 41 False 1 1 0.000

BcaliA
ACA False False 50 -0.105076 10 41 False 1 1 0.000

ACT False False 50 0.003857 12 41 False 2 2 0.000

CmaltA ACT False False 62 0.060511 10 59 False 1 1 0.000
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LkluyC ACA False False 41 -0.198547 7 36 False 1 1 0.000

WmucoA ACT False False 47 0.113767 11 38 False 3 3 0.000

SjapoA ACT False False 58 -0.406141 6 32 False 1 2 0.000
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