CoReTracker report

LmeyeA

SpombA
SpastA
CmetaD

CgigaA

CsantA

CtropB

CtropA

WpijpA
BarxA
CoxycA
CsubhA
CsubhB

OanguA

SarboA
CcastA

KtherA

CnorvA

CviswA

MstarA

NbaciA

CalbiD

KmarxA

LstarA

MfariA

MfariB

GTA
GTT
GTA
GTT
GTT
GTA
GTC
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GTT
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GTT
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Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

56
46
34
34
71
26
64
91
5

67
32
66
35
65
12
6

48
48
51
54
32
30
69
33
57
48
40
66
50
56
38
44
10
46
62
64
52
63

Telford

-0.133900
-0.208874
-0.194156
-0.062625
-0.002777
-0.040170
-0.273728
-0.267804
0.632444

-0.065697
-0.070933
-0.069146
-0.060492
-0.157701
-0.142424
0.830303

-0.206934
-0.206934
-0.200475
-0.167518
0.100394

0.048201

-0.147657
-0.139156
-0.222840
0.016663

0.091569

-0.181943
-0.060356
-0.206535
-0.099124
0.029830

0.124545

-0.242373
-0.221490
-0.094579
-0.068959
-0.057366

Tot.
Genes

10

10
12

12

12

12
12
10
12

Use.
count

44
31
16
22
68
18
40
50
3

B
27
56
30
50
3

4

30
30
35
32
27
21
53
23
39
38
35
42
32
38
28
37
7

23
36
51
44
53

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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Rea.
Genes

P PR NN R N R R WNDNDNER R P NDNR P R P R P R P P P P P NP P P NP R

Rea.
count

R P R NN R N R R W NDNDNPRPR R P NDNR P R P R P R P R P P P NP P P NRPR R

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.001
0.000
0.000
0.000
0.000
0.000
0.163
0.059
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.063
0.000
0.000
0.000
0.000
0.000



CalaiA

LanspB

CphanA

LanspA
CsojaA

CglabA

ScryoA

CneerA

HuvarA

CjiufA

KlactA

CzempA
CmetaB
CmetaC
CmetaA
CmetaF
CfrijA
CgallA
CmetaE

PpastA

SjapoA

CalbiE

CtetrA

CalbiC
CalbiB
CalbiA

MmagnB

MmagnA

GTA
GTA
GTT
GTA
GTT
GTT
GTA
GTA
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GTC
GTT
GTA
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GTA
GTA
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GTT
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GTT
GTA
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GTA
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GTA
GTC
GTT
GTT
GTA
GTT
GTT
GTT
GTT
GTA
GTG
GTT
GTA
GTG
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

43
61
40
65
46
32
44
68
29
4
58
58
54
57
70
29
41
71
71
71
71
57
80
71
112
24
19

44
24
60
45
43
43
42
47
37
49
45
38
49

Telford

-0.053739
-0.154601
-0.173766
-0.053165
-0.092751
-0.151075
-0.031181
-0.150309
-0.088896
0.290865

0.034206

-0.336806
-0.305551
-0.054904
-0.134269
-0.097804
0.007274

-0.002777
-0.002777
-0.002777
-0.002777
0.082598

0.007854

-0.002777
-0.305655
-0.199160
-0.080098
0.763285

-0.225426
-0.022414
-0.077510
0.003825

0.050498

0.050498

0.051724

-0.211833
-0.208420
-0.176458
-0.204925
-0.223309
-0.174968

Tot.
Genes

Use.
count

37
47
27
42
33
19
39
50
20
0

52
24
22
51
49
21
27
68
68
68
68
53
53
68
70
13
7

3

25
19
51
39
37
37
36
31
16
27
30
16
27

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
count

N N R NN R N NN PR R R R P R P R P OOODNR P R P ®FP NP NPRPNPRP P P P PN ®WRP RB R

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



CparaA
CcoryA
CparaC
CparaB
CparaE
CparaD
CparaF

MtetrA

CsaraA
CsuavA
PkluyA

PcanaA

YlipoB

YlipoA

AgossA
AgossB

NdelpA

LelonA

CalimA

LkluyD

BcaliA

SoctoA
LkluyB
CbuenA

CdefoA

LdasiA

LkluyF

LkluyE

CchauA

GTT
GTA
GTT
GTT
GTT
GTT
GTT
GTA
GTG
GTT
GTT
GTA
GTA
GTA
GTA
GTG
GTA
GTG
GTA
GTA
GTA
GTT
GTA
GTA
GTT
GTA
GTT
GTA
GTT
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

56
65
69
69
69
69
69
39
62
22
43
7
126
77
70

70

50
52
69
24
81
60
55
73
32
73
36
49
27
73
72
41
71
32
71
34
72
33
86

Telford

-0.001875
-0.271229
-0.003105
-0.003105
-0.003105
-0.003105
-0.003105
-0.354501
-0.124315
-0.004134
0.075245

-0.047343
-0.301976
-0.145630
-0.009461
0.413265

-0.009461
0.413265

-0.130716
-0.151165
-0.121681
-0.067600
-0.130090
-0.043354
-0.124929
-0.164323
-0.117112
-0.104653
-0.057535
-0.259555
-0.119569
-0.088950
-0.095576
-0.028199
-0.184735
-0.142944
-0.163246
-0.117296
-0.164201
-0.130778
-0.214601

Tot.
Genes

9

11
10
10
10
10
10
9

11
9

9

12
13
11

Use.
count

53
43
66
66
66
66
66
20
33
12
39
53
65
59
47
3

a7
3

39
39
53
16
65
35
41
52
23
53
30
24
18
60
46
29
52
22
51
25
52
23
60

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
count

P P R R P R RPN ®W R P P RPN R P R MR P R P R P MNP NP NDAEDNDNDNRPR R P R P R R R

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.051
0.051
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.062
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



LkluyC

CvartA

LkluyA

CdublA

CorthB
CorthC
CorthA
ClusiA

MguilA

WmucoA

ScereC

ScereA

ScereD

ScereE

DhansA

CsalmA

LnothA

BcustA

CtheaA

CjadiA

MingeA

ScastA

CmaltA

GTA
GTT
GTA
GTA
GTT
GTA
GTT
GTT
GTT
GTT
GTA
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTT
GTA
GTT
GTA
GTT
GTA
GTA
GTG
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

71
34
85
71
34
49
47
73
73
72
59
51
53
63
56
59
30
59
32
60
32
59
32
59
33
93
58
41
103
38
72
84
45
54
58
69
81

32

Telford

-0.163246
-0.117296
-0.159565
-0.163246
-0.117296
-0.010311
-0.108696
-0.005218
-0.005218
-0.003721
-0.005569
0.031132

-0.060859
-0.131287
-0.114486
-0.192283
-0.058423
-0.192283
-0.083054
-0.210258
-0.083054
-0.192283
-0.083054
-0.041054
0.051069

-0.339608
-0.129928
-0.189056
-0.390701
0.009826

-0.005220
-0.212448
-0.108359
-0.048856
-0.216449
-0.120989
-0.084425
0.894545

-0.033690

Tot.
Genes

10
10
10
10
10
10

D T R e I

[y
o

11

12
11
11
12

10
12

13

Use.
count

51
25
57
51
25
42
41
71
71
70
49
47
47
47
40
40
24
40
25
40
25
40
25
46
22
47
45
27
48
28
67
51
37
31
40
47
71
1

25

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
count

P P R, N R D R N R NN PRFP R NNDMDNR P R P R P P P P NP P NP P P P P P P O R P

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.023
0.000
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