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CnorvA
ACA False False 56 0.034242 11 45 False 1 1 0.000

ACT False False 44 0.181599 10 34 False 2 2 0.000

HuvarA ACT False False 35 0.226962 6 17 False 3 3 0.000

CgallA ACA False False 73 -0.088793 12 47 False 1 1 0.000

CbuenA ACT False False 77 0.059133 11 71 False 1 1 0.000

CdefoA ACA False False 78 -0.069054 12 52 False 1 1 0.000

PpastA ACT False False 20 0.205550 6 17 False 1 1 0.000

MstarA
ACA False False 55 0.049165 10 41 False 1 1 0.000

ACT False False 55 0.034146 10 44 False 1 1 0.000

SjapoA ACT False False 58 0.239336 6 32 False 3 4 0.000

SpombA ACT False False 36 0.155233 6 25 False 1 2 0.000

CvartA ACT False False 53 0.017016 10 41 False 1 1 0.000

NbaciA ACT False False 40 0.074519 6 35 False 1 1 0.000

AacerA ACT False False 18 0.408903 2 15 False 1 1 0.034

MmagnB
ACA False False 89 0.074337 11 65 False 1 1 0.000

ACT False False 26 0.021093 10 18 False 1 1 0.000

CgigaA ACC False False 43 -0.012573 9 37 False 1 1 0.000

MmagnA ACA False False 90 0.105707 11 65 False 2 2 0.000

LstarA
ACA False False 37 -0.009348 8 25 False 1 1 0.000

ACT False False 54 -0.001819 8 42 False 2 2 0.000

WmucoA ACA False False 51 0.077512 11 43 False 2 2 0.000

CsantA

ACA False False 56 -0.031845 13 35 False 2 2 0.000

ACC False False 3 1.321656 2 2 False 1 1 0.014

ACG False False 5 1.177264 3 0 False 1 1 0.004

ACT False False 54 -0.038135 11 37 False 2 2 0.000

MtetrA
ACA False False 63 0.088250 11 41 False 1 1 0.000

ACG False False 17 0.209284 7 11 False 1 1 0.000

CsuavA ACA False False 64 0.035515 13 54 False 1 1 0.000

PkluyA
ACA False False 99 -0.000434 11 80 False 1 1 0.000

ACT False False 13 0.128788 6 10 False 1 1 0.000

CalaiA ACT False False 53 0.104617 10 47 False 1 1 0.051

PcanaA ACT False False 41 0.203116 10 32 False 3 3 0.000

WpijpA ACT False False 19 0.213273 6 16 False 1 1 0.000

BcaliA ACT False False 50 0.166553 12 41 False 2 2 0.000

BarxA ACA False False 15 0.262424 1 8 False 1 2 0.048

CphanA ACA False False 81 -0.071410 13 55 False 1 1 0.000

CsalmA ACT False False 70 0.189477 10 44 False 5 6 0.000

BcustA ACT False False 58 0.041075 9 44 False 1 1 0.000



Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

CjadiA ACA False False 65 0.075145 11 59 False 1 1 0.000

AgossB
ACA False False 21 0.359375 6 18 False 2 2 0.000

ACT False False 48 0.161123 7 41 False 1 1 0.000

CsubhA ACC False False 47 0.178723 9 39 False 3 3 0.051

CglabA ACA False False 37 0.069597 7 30 False 1 1 0.000

CsubhB ACC False False 47 0.178723 9 39 False 3 3 0.051

OanguA
ACA False False 51 -0.031295 10 38 False 1 1 0.000

ACT False False 60 0.146389 11 46 False 2 2 0.000

NdelpA
ACA False False 34 0.114796 7 27 False 1 1 0.000

ACT False False 35 0.062052 6 31 False 1 1 0.000

ScryoA ACA False False 29 0.087244 7 18 False 1 1 0.000

AgossA
ACA False False 20 0.377049 6 17 False 2 2 0.000

ACT False False 49 0.157915 7 42 False 1 1 0.000

MingeA
ACA False False 67 -0.056747 10 50 False 1 1 0.000

ACT False False 44 0.087203 10 34 False 1 1 0.000

CalimA ACA False False 84 -0.066218 12 58 False 1 1 0.000

CzempA ACT False False 33 0.177089 5 21 False 2 2 0.000

SoctoA ACA False False 26 -0.003690 7 18 False 1 1 0.000
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