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Tot.

count Telford
67 -1.854508
44 -1.575851
89 -1.669036
26 -1.857081
35 -1.665766
73 -1.915948
90 -1.645779
26 -1.959105
84 -1.855766
78 -1.878714
87 -1.983722
55 -1.574419
55 -1.877642
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60 -1.643878
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