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Halocynthia CTG False False 2 0.189873 2 1 False 1 1 0.109

Schistosoma TTG False False 50 -1.568648 12 36 False 2 2 0.000

Tetrancistrum_nebulosi CTC False False 7 -1.294545 5 5 False 1 1 0.000

Taenia_crassiceps
TTA False False 120 -1.676789 12 81 False 1 1 0.000

TTG False False 63 -1.834351 11 47 False 1 1 0.000

Benedenia_hoshinai TTG False False 26 -1.437806 9 20 False 2 2 0.000

Echinococcus_equinus
TTA False False 60 -1.770666 11 43 False 1 1 0.000

TTG False False 123 -1.658344 12 88 False 2 2 0.000

Fasciola

CTT False False 25 -1.413829 9 14 False 2 2 0.000

TTA False False 43 -1.673615 10 32 False 1 1 0.000

TTG False False 127 -1.738815 12 86 False 1 1 0.000

Trichobilharzia_regenti
TTA False False 91 -1.646795 12 58 False 1 1 0.000

TTG False False 87 -1.697131 11 58 False 2 2 0.000

Versteria_mustelae TTG False False 107 -1.666349 12 77 False 2 2 0.000

Daphnia CTA False False 32 -1.757335 10 30 False 1 1 0.000

Trichinella TTA False False 61 -1.651261 11 44 False 1 1 0.000

Caenorhabditis TTA False False 121 -1.843916 12 96 False 1 1 0.000

Haplorchis_taichui
TTA False False 52 -1.750615 10 36 False 1 1 0.000

TTG False False 71 -1.704373 12 53 False 2 2 0.000
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