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Metaseiulus_occidentalis
AAC False False 17 -0.036254 6 15 False 1 1 0.000

AAT False False 30 -0.353544 8 21 False 1 1 0.000

Schistosoma AAT False False 22 -0.801876 8 10 False 1 1 0.000

Aphrocallistes_vastus AAC False False 20 -0.108557 8 15 False 1 1 0.000

Fasciola AAT False False 27 -0.438697 8 13 False 2 2 0.000

Trichobilharzia_regenti AAT False False 22 -0.605418 7 9 False 1 1 0.000

Versteria_mustelae AAT False False 24 -0.316469 6 9 False 2 2 0.026

Euseius_nicholsi AAT False False 36 -0.292648 9 29 False 1 1 0.000

Patiria AAC False False 17 0.198171 8 14 False 2 2 0.000

Haplorchis_taichui AAT False False 12 0.002155 5 8 False 1 1 0.000

Echinococcus_equinus AAT False False 36 -0.511445 7 15 False 2 2 0.000

Taenia_crassiceps AAT False False 23 -0.320180 6 10 False 2 2 0.026

Tetrancistrum_nebulosi AAT False False 18 -0.572857 8 8 False 1 1 0.000

Trichinella
AAC False False 25 -0.547497 7 16 False 2 2 0.000

AAT False False 17 -0.536474 8 10 False 1 1 0.000

Balanoglossus AAC False False 31 -0.074897 9 30 False 1 1 0.000

Pseudogarypus_banksi
AAC False False 14 -0.251825 3 10 False 1 1 0.000

AAT False False 29 -0.488909 10 21 False 1 1 0.000

Benedenia_hoshinai AAT False False 24 -0.817987 8 9 False 1 1 0.000

Myxine AAT False False 15 -0.054889 6 14 False 1 1 0.000

Ciona AAT False False 41 0.147243 9 32 False 4 4 0.000

Caenorhabditis AAT False False 34 -0.466970 10 23 False 2 2 0.000

Homo AAC False False 34 -0.239310 9 29 False 1 1 0.000

Ascidiella_aspersa AAC False False 9 0.022727 5 7 False 1 1 0.000

Saccoglossus AAT False False 22 0.008159 6 21 False 1 1 0.000
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