
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

CnorvA AAT False False 89 0.750990 13 68 False 1 1 0.000

LmeyeA AAT False False 50 0.938955 6 46 False 1 1 0.000

CfrijA AAT False False 68 0.947760 12 63 False 1 1 0.000

CgallA AAT False False 62 0.959644 13 49 False 2 3 0.000

CviswA AAT False False 71 0.955461 12 66 False 1 1 0.000

CdefoA AAT False False 62 0.911424 13 47 False 2 3 0.000

PpastA AAT False False 69 0.944799 10 62 False 2 2 0.000

MstarA AAT False False 79 0.939419 12 66 False 3 3 0.000

ScastA AAT False False 50 1.025143 7 44 False 2 3 0.000

AgossA AAT False False 51 1.010440 7 44 False 2 3 0.000

LkluyF AAT False False 48 0.961363 6 45 False 1 1 0.000

SjapoA AAT False False 70 0.805042 7 36 False 2 8 0.000

LkluyD AAT False False 47 0.960558 6 44 False 1 1 0.000

SpombA
AAC False False 8 0.267726 4 1 False 1 1 0.000

AAT False False 58 0.934564 6 40 False 2 5 0.000

CvartA AAT False False 75 0.774671 11 57 False 1 1 0.000

LkluyA AAT False False 48 0.961363 6 45 False 1 1 0.000

CdublA AAT False False 56 0.966211 10 53 False 1 1 0.051

MtetrA AAC False False 81 0.913960 12 68 False 3 3 0.000

ClusiA AAT False False 62 0.996887 11 59 False 1 1 0.000

CphanA
AAC False False 20 1.175716 7 17 False 2 2 0.000

AAT False False 64 0.843267 13 49 False 1 1 0.000

MmagnB AAC False False 74 0.943797 12 62 False 3 3 0.000

CalimA
AAC False False 19 1.184987 9 15 False 2 2 0.000

AAT False False 65 0.845307 12 52 False 1 1 0.000

CbohiA AAT False False 69 0.955479 12 66 False 1 1 0.000

LstarA AAT False False 57 1.000929 8 44 False 3 4 0.000

MguilA AAT False False 61 0.975241 11 59 False 1 1 0.000

WmucoA AAT False False 60 0.828803 10 48 False 1 1 0.000

CsantA
AAC False False 29 0.763780 9 19 False 2 2 0.000

AAT False False 55 0.997619 12 44 False 3 3 0.000

ScereC AAT False False 47 1.001826 7 43 False 1 2 0.000

LelonA AAT False False 47 0.947248 10 41 False 2 2 0.000

CsaraA AAT False False 71 0.918040 12 65 False 1 1 0.000

CsuavA AAT False False 66 0.762020 10 51 False 1 1 0.000

ScereD AAT False False 47 1.001826 7 43 False 1 2 0.000

ScereE AAT False False 47 1.001826 7 43 False 1 2 0.000

MfariA
AAC False False 21 0.707728 8 18 False 1 1 0.000



Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

AAT False False 57 0.982660 12 54 False 1 1 0.000

PkluyA
AAC False False 25 1.012525 9 19 False 2 2 0.000

AAT False False 56 0.861254 11 46 False 2 2 0.000

MfariB AAT False False 65 0.927613 11 59 False 2 2 0.000

CcastA AAT False False 51 1.000932 7 46 False 1 2 0.000

PcanaA AAT False False 83 0.821128 12 64 False 2 3 0.000

DhansA AAT False False 54 0.982383 11 51 False 1 1 0.000

BcaliA AAT False False 87 0.769659 12 66 False 2 2 0.000

BarxA AAT False False 18 1.033333 1 14 False 1 1 0.042

LanspB AAT False False 50 0.939417 6 46 False 1 1 0.000

CoxycA AAT False False 15 0.952092 1 13 False 1 1 0.036

LanspA AAT False False 47 0.954343 7 44 False 1 1 0.000

LdasiA AAT False False 46 0.946932 6 43 False 1 1 0.000

YlipoB
AAC False False 21 0.960661 8 16 False 1 1 0.000

AAT False False 61 0.938700 13 50 False 1 2 0.000

YlipoA
AAC False False 21 0.960661 8 16 False 1 1 0.000

AAT False False 61 0.938700 13 50 False 1 2 0.000

CsalmA AAT False False 75 0.887816 10 51 False 4 5 0.000

CjadiA AAT False False 70 0.813318 12 55 False 1 1 0.000

ScereA AAT False False 47 1.001826 7 43 False 1 2 0.000

AgossB AAT False False 51 1.010440 7 44 False 2 3 0.000

BcustA AAT False False 68 0.976555 11 57 False 2 3 0.000

CglabA AAT False False 49 1.012825 7 45 False 1 2 0.000

SoctoA
AAC False False 12 1.122807 5 7 False 2 2 0.000

AAT False False 53 0.747427 6 33 False 2 4 0.000

LkluyC AAT False False 48 0.961363 6 45 False 1 1 0.000

OanguA
AAC False False 16 1.071429 6 12 False 2 2 0.000

AAT False False 68 0.925165 12 53 False 3 4 0.000

NdelpA AAT False False 51 0.978875 7 45 False 1 2 0.000

ScryoA
AAC False False 25 0.680015 7 14 False 2 2 0.000

AAT False False 41 0.929558 6 27 False 3 5 0.000

CneerA AAT False False 71 0.952338 12 66 False 1 1 0.000

LnothA AAT False False 48 0.945689 6 45 False 1 1 0.000

CsakeA AAT False False 67 0.963928 12 63 False 1 1 0.000

MmagnA AAC False False 74 0.979297 12 63 False 3 3 0.000

SarboA AAT False False 47 1.000813 7 43 False 1 2 0.000

HuvarA AAT False False 29 0.355320 6 17 False 1 1 0.000

LkluyE AAT False False 48 0.961363 6 45 False 1 1 0.000

KtherA AAT False False 47 0.955275 7 44 False 1 1 0.000

KlactA AAT False False 48 0.988895 6 43 False 2 2 0.000

CzempA AAT False False 64 0.882028 7 45 False 3 6 0.191
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CmaltA AAT False False 65 0.966130 12 62 False 1 1 0.000

NbaciA AAT False False 51 0.962991 7 45 False 1 2 0.000

SpastA
AAC False False 8 1.180952 6 6 False 1 1 0.000

AAT False False 46 0.936298 7 43 False 1 1 0.000

MingeA AAT False False 80 0.884320 12 64 False 3 3 0.000
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