CoReTracker report

I AGG
H AGG
AGG
CGA

Clad.
Val

False
False
False

False

Reassigned

False
False
False

False

count

3
4
3
4

Telford

1.846154
1.400000
1.615385
1.676471

Tot.
Genes

1
1
1
1

w = NN

Use.
count

Trans.
Val

False
False
False

False

N

Rea.
Genes

N

Rea.
count

Prob

0.092
0.116
0.205
0.135
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