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CjadiA AAC False False 18 -2.732402 8 16 False 1 1 0.000

CnorvA AAT False False 89 -2.470312 13 68 False 3 3 0.000

LmeyeA AAT False False 50 -2.744945 6 46 False 1 1 0.000

MstarA AAT False False 79 -2.738930 12 66 False 1 1 0.000

LkluyF AAT False False 48 -2.735486 6 45 False 1 1 0.000

LkluyE AAT False False 48 -2.735486 6 45 False 1 1 0.000

LkluyD AAT False False 47 -2.729976 6 44 False 1 1 0.000

NbaciA AAT False False 51 -2.772523 7 45 False 1 1 0.000

CvartA AAT False False 75 -2.571558 11 57 False 1 1 0.000

LkluyA AAT False False 48 -2.735486 6 45 False 1 1 0.000

MtetrA AAC False False 81 -2.715100 12 68 False 1 1 0.000

AacerA AAT False False 21 -2.620403 2 19 False 1 1 0.013

MmagnB AAC False False 74 -2.731363 12 62 False 1 1 0.000

MmagnA AAT False False 7 -2.247076 4 6 False 1 1 0.000

KmarxA AAT False False 14 -2.643043 1 13 False 1 1 0.036

WmucoA
AAC False False 25 -2.632999 8 22 False 1 1 0.000

AAT False False 60 -2.542896 10 48 False 1 1 0.000

CsantA AAC False False 29 -2.649964 9 19 False 1 1 0.000

ScereC AAT False False 47 -2.712865 7 43 False 1 1 0.000

ScereA AAT False False 47 -2.712865 7 43 False 1 1 0.000

CsuavA AAT False False 66 -2.500000 10 51 False 1 1 0.000

ScereD AAT False False 47 -2.712865 7 43 False 1 1 0.000

ScereE AAT False False 47 -2.712865 7 43 False 1 1 0.000

MfariB AAT False False 65 -2.756667 11 59 False 1 1 0.000

CcastA AAT False False 51 -2.725103 7 46 False 1 1 0.000

PcanaA AAT False False 83 -2.517140 12 64 False 2 2 0.000

WpijpA AAT False False 15 -2.492434 5 13 False 1 1 0.000

LanspB AAT False False 50 -2.745856 6 46 False 1 1 0.000

BcaliA AAT False False 87 -2.479043 12 66 False 3 3 0.000

LanspA AAT False False 47 -2.761364 7 44 False 1 1 0.000

LdasiA AAT False False 46 -2.726575 6 43 False 1 1 0.000

CsalmA AAT False False 75 -2.650383 10 51 False 1 1 0.000

LnothA AAT False False 48 -2.738949 6 45 False 1 1 0.000

AgossB AAT False False 51 -2.725205 7 44 False 1 1 0.000

CglabA AAT False False 49 -2.719977 7 45 False 1 1 0.000

NdelpA AAT False False 51 -2.727613 7 45 False 1 1 0.000

MingeA AAT False False 80 -2.693272 12 64 False 1 1 0.000

AgossA AAT False False 51 -2.725205 7 44 False 1 1 0.000
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SarboA AAT False False 47 -2.711238 7 43 False 1 1 0.000

HuvarA AAT False False 29 -2.120318 6 17 False 1 1 0.000

ScastA AAT False False 50 -2.674667 7 44 False 1 1 0.000

KtherA AAT False False 47 -2.733076 7 44 False 1 1 0.000

KlactA AAT False False 48 -2.699385 6 43 False 1 1 0.000

CzempA AAT False False 64 -2.701106 7 45 False 1 1 0.000

LkluyC AAT False False 48 -2.735486 6 45 False 1 1 0.000

SpastA AAT False False 46 -2.752637 7 43 False 1 1 0.000

LkluyB AAT False False 18 -2.687058 1 17 False 1 1 0.036
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