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CnorvA CAT False False 61 -0.005643 9 55 False 1 1 0.000

MmagnB CAC False False 34 0.138246 8 31 False 1 1 0.000

MmagnA CAC False False 34 0.166513 8 31 False 1 1 0.000

MingeA CAT False False 52 0.099579 8 48 False 1 1 0.000

WmucoA CAT False False 53 0.021003 9 47 False 1 1 0.000

CjadiA CAC False False 3 1.068966 2 2 False 1 1 0.021

SpombA CAC False False 9 0.444911 5 7 False 1 1 0.060

CvartA CAC False False 8 0.380542 4 7 False 1 1 0.000

BcaliA CAT False False 60 -0.003662 9 53 False 1 1 0.000

SoctoA CAT False False 35 -0.050703 6 29 False 1 1 0.051

ScryoA CAT False False 34 0.025155 5 30 False 1 1 0.051

PcanaA CAT False False 59 0.027486 9 54 False 1 1 0.000

CsuavA CAC False False 4 0.803109 3 3 False 1 1 0.001
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