CoReTracker report

CphanA
CgallA
CdefoA
YlipoB
YlipoA
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SjapoA

GCA
GCT
GCA
GCA
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Clad.
Val

False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False

False

Tot.
count

49
86
61
54
54
109
61

Telford

-0.963126
-1.066590
-1.034752
-0.973531
-0.973531
-1.045986
-1.006796

Tot.
Genes

12
11
13
11
11
12
6

Use.
count

32
56
38
&
37
69
37

Trans.
Val

False
False
False
False
False
False

False

Rea.
Genes

N

Rea.
count
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Prob

0.056
0.046
0.055
0.055
0.055
0.046
0.000
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