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Metaseiulus_occidentalis AAA False False 28 0.739289 8 21 False 1 1 0.210

Daphnia AAG False False 21 0.976998 8 20 False 1 1 0.000

Aphrocallistes_vastus AAA False False 33 0.790285 8 28 False 1 1 0.273

Geodia AAA False False 27 0.925472 7 23 False 1 1 0.181

Echinococcus_equinus AAG False False 27 0.857815 8 22 False 1 1 0.000

Caenorhabditis AAA False False 30 0.628596 10 19 False 1 1 0.210

Axinella AAA False False 28 0.910828 8 25 False 1 1 0.210

Fasciola
AAA False False 5 0.850515 4 1 False 1 1 0.400

AAG False False 28 0.864791 8 23 False 1 1 0.000

Trichobilharzia_regenti
AAA False False 10 0.615385 5 1 False 1 1 0.385

AAG False False 26 0.944336 7 22 False 1 1 0.000

Tetrancistrum_nebulosi AAA False False 12 0.455128 6 0 False 2 2 0.461

Euseius_nicholsi AAA False False 28 0.635870 8 23 False 1 1 0.210

Strigamia_maritima AAA False False 17 0.797888 7 15 False 1 1 0.181

Haplorchis_taichui
AAA False False 14 0.442413 5 1 False 1 1 0.385

AAG False False 29 0.847502 8 24 False 1 1 0.000

Lumbricus AAG False False 10 0.918987 6 9 False 1 1 0.000
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