CoReTracker report
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Tot.
count

56
44
35
73
7
78
20
S5
55
58
36
53
40
18
89
26
43
90
37
54
51
56
3

5

54
63
17
64
99
13
53
41
19
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15
81
70
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Telford

0.034242
0.181599
0.226962
-0.088793
0.059133
-0.069054
0.205550
0.049165
0.034146
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0.155233
0.017016
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-0.071410
0.189477
0.041075

Tot.
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9
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count
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34
17
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8
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0.000
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Clad.
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Tot.
count

65
21
48
47
37
a7
51
60
34
85
29
20
49
67
44
84
33
26

Telford

0.075145
0.359375
0.161123
0.178723
0.069597
0.178723
-0.031295
0.146389
0.114796
0.062052
0.087244
0.377049
0.157915
-0.056747
0.087203
-0.066218
0.177089
-0.003690

Tot.

5
7
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59
18
41
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30
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27
31
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50
34
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Prob
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0.051
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0.000
0.000
0.000
0.000
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