CoReTracker report

CneerA

PpastA

CfrijA
CgigaA
HuvarA
CviswA
LstarA
ClusiA
SjapoA
CsuavA
CzempA
PkluyA
OanguA
CvartA

AAT
AAC
AAT
AAT
AAC
AAC
AAT
AAT
AAC
AAT
AAT
AAT
AAT
AAT
AAT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

71
8

69
68
54
&5
71
57
13
70
66
64
56
68
75

Telford

0.078681
0.358696
0.073239
0.111445
0.077995
-0.304845
0.093016
0.015419
0.165231
-0.280997
-0.150467
-0.104665
-0.021437
0.110005
-0.176364

Tot.
Genes

10
12
11

12

10

11
12
11

Use.
count

66
6

62
63
53
23
66
44
11
36
51
45
46
53
57

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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Prob

0.051
0.000
0.000
0.051
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
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