CoReTracker report

HuvarA
BcustA
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SjapoA
SpombA
CzempA
SoctoA
PkluyA
OanguA
ScryoA
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Clad.
Val

False
False
False
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Reassigned

False
False
False
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False

Tot.
count

20
a7
45
34
12
20
16
19
21
45
45
20

Telford

-2.172596
-2.859866
-2.805845
-2.543693
-2.082653
-1.472452
-1.543360
-2.420566
-1.775359
-2.853482
-2.895110
-1.717476

Tot.
Genes

Use.
count

12
40
42
26
10

14
10
39
39
10

Trans.
Val

False
False
False
False
False
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False
False
False
False

False

Rea.
Genes

N PR N R NN R N R R R

Rea.
count
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Prob

0.181
0.210
0.210
0.116
0.000
0.153
0.279
0.210
0.068
0.210
0.116
0.078
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