CoReTracker report
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GGT
GGC
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GGT
GGT
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GGT

Clad.
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False

False
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Tot.
count

96
22
22
103
99
122
96

Telford

-2.685444
-2.500972
-2.500972
-2.803067
-2.750113
-2.750704
-2.756554

Tot.
Genes

13
11
12
13

Use.
count

81
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18
98
93
115
89

Trans.
Val
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False
False
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