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Halocynthia AAG False False 10 0.431535 3 5 False 1 1 0.009

Schistosoma AAG False False 9 0.854460 4 6 False 1 1 0.007

Geodia AAA False False 15 0.887283 4 9 False 1 2 0.290

Caenorhabditis AAA False False 17 0.693267 5 7 False 2 2 0.462

Myxine AAA False False 14 0.978528 3 10 False 1 1 0.482

Axinella
AAA False False 14 0.766355 4 9 False 1 1 0.364

AAG False False 2 0.520000 1 0 False 1 1 0.192

Ciona AAG False False 5 0.789916 3 2 False 1 1 0.055

Fasciola AAG False False 10 1.177215 3 6 False 1 2 0.184

Homo AAG False False 1 2.960000 1 0 False 1 1 0.411

Daphnia AAG False False 6 1.453901 3 5 False 1 1 0.001

Lumbricus
AAA False False 6 1.338028 3 5 False 1 1 0.412

AAG False False 3 1.805556 2 2 False 1 1 0.026
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