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CnorvA
TCA False False 96 -1.914908 12 82 False 1 1 0.000

TCT False False 26 -1.892390 10 21 False 1 1 0.000

LmeyeA TCA False False 55 -1.922450 7 51 False 1 1 0.000

CgallA TCT False False 39 -1.778221 10 28 False 1 1 0.000

CdefoA TCT False False 38 -1.730516 10 28 False 1 1 0.000

PpastA
TCA False False 113 -1.817051 13 91 False 1 1 0.000

TCT False False 17 -1.650904 9 15 False 1 1 0.000

MstarA
TCA False False 69 -1.754711 11 51 False 2 2 0.000

TCT False False 40 -1.514132 11 29 False 2 3 0.000

LkluyF TCT False False 22 -1.887202 5 19 False 1 1 0.000

LkluyE TCT False False 21 -1.883288 5 18 False 1 1 0.000

LkluyD TCT False False 23 -1.901449 5 20 False 1 1 0.000

SpombA

AGT False False 31 -1.603501 6 17 False 1 1 0.000

TCA False False 41 -1.524472 6 22 False 1 1 0.000

TCT False False 29 -1.610575 6 17 False 1 1 0.000

LkluyB TCT False False 7 -1.589077 1 6 False 1 1 0.072

LkluyA TCT False False 22 -1.887202 5 19 False 1 1 0.000

MtetrA
TCA False False 37 -1.436106 9 26 False 2 2 0.000

TCC False False 19 -1.642349 9 14 False 1 1 0.000

NbaciA TCA False False 50 -1.841714 6 40 False 1 1 0.000

AacerA TCT False False 13 -1.741110 2 9 False 1 1 0.071

MmagnB
TCA False False 52 -1.588563 11 34 False 2 2 0.000

TCT False False 46 -1.649897 11 40 False 2 2 0.000

MmagnA
TCA False False 52 -1.588563 11 34 False 2 2 0.000

TCT False False 46 -1.649897 11 40 False 2 2 0.000

KmarxA TCA False False 24 -1.961334 1 22 False 1 1 0.061

LstarA
AGT False False 49 -1.899006 8 34 False 1 1 0.000

TCT False False 53 -1.711973 7 37 False 1 1 0.000

SpastA TCT False False 27 -1.842441 6 23 False 1 1 0.000

CsantA

AGT False False 78 -1.891619 11 54 False 1 1 0.000

TCC False False 2 -0.083333 2 1 False 1 1 0.051

TCT False False 41 -1.563027 9 28 False 2 2 0.000

ScereC TCT False False 28 -1.704553 5 23 False 1 1 0.000

ScereA TCT False False 28 -1.704553 5 23 False 1 1 0.000

CsuavA TCA False False 85 -1.814474 11 72 False 2 2 0.000

ScereD TCT False False 27 -1.672457 5 21 False 1 1 0.000

ScereE
AGC False False 1 2.077670 1 0 False 1 1 0.186

TCT False False 28 -1.683544 5 22 False 1 1 0.000
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HuvarA TCA False False 50 -1.706590 6 31 False 1 1 0.000

MfariB TCA False False 79 -1.861153 12 72 False 1 1 0.000

CcastA TCT False False 22 -1.819870 5 16 False 1 1 0.000

PcanaA TCA False False 89 -1.941588 12 78 False 1 1 0.000

WpijpA TCA False False 59 -1.892949 6 51 False 1 1 0.000

BcaliA TCA False False 88 -1.894586 11 76 False 2 2 0.000

BarxA TCT False False 2 -0.831818 1 1 False 1 1 0.344

LanspB TCA False False 61 -1.918217 7 57 False 1 1 0.000

CphanA TCT False False 34 -1.856712 10 28 False 1 1 0.000

LdasiA TCA False False 61 -1.904449 7 58 False 1 1 0.000

PkluyA TCA False False 122 -1.855263 13 99 False 1 1 0.000

YlipoB TCT False False 41 -1.797949 9 31 False 1 1 0.000

YlipoA TCT False False 41 -1.797949 9 31 False 1 1 0.000

CsalmA
AGT False False 79 -1.854033 11 54 False 1 1 0.000

TCT False False 43 -1.767113 9 29 False 1 1 0.000

AgossA
TCA False False 56 -1.899677 6 43 False 1 1 0.000

TCT False False 33 -1.860485 7 30 False 1 1 0.000

AgossB
TCA False False 57 -1.891450 6 44 False 1 1 0.000

TCT False False 32 -1.873749 7 29 False 1 1 0.000

CsubhA AGC False False 62 -1.732972 11 55 False 1 1 0.000

BcustA TCT False False 27 -1.687690 9 22 False 1 1 0.000

CglabA TCA False False 60 -1.878643 7 54 False 1 1 0.000

CsubhB AGC False False 62 -1.732972 11 55 False 1 1 0.000

LkluyC TCT False False 22 -1.887202 5 19 False 1 1 0.000

OanguA
AGT False False 40 -1.994703 10 28 False 1 1 0.000

TCA False False 84 -1.810200 13 71 False 1 1 0.000

NdelpA TCT False False 26 -1.920245 5 18 False 1 1 0.000

ScryoA
AGT False False 31 -1.682360 6 14 False 1 1 0.000

TCT False False 29 -1.605861 6 20 False 1 1 0.000

CjadiA TCA False False 101 -1.854631 13 85 False 2 2 0.000

LnothA TCA False False 61 -1.939725 7 56 False 1 1 0.000

SarboA TCT False False 33 -1.668505 5 25 False 1 1 0.000

KtherA TCA False False 62 -1.895247 7 58 False 1 1 0.000

MingeA
TCA False False 73 -1.636247 12 53 False 2 2 0.000

TCT False False 36 -1.633013 9 26 False 2 2 0.000

ScastA TCA False False 60 -1.914376 7 51 False 1 1 0.000

CalimA TCT False False 37 -1.743108 9 26 False 1 1 0.000

KlactA TCA False False 69 -1.938270 6 61 False 1 1 0.000

CzempA TCT False False 34 -1.683166 6 20 False 1 1 0.000

SoctoA
AGT False False 32 -1.459090 6 15 False 1 1 0.000

TCT False False 35 -1.535107 5 25 False 1 1 0.000
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WmucoA TCA False False 62 -1.882225 10 52 False 1 1 0.000

CvartA TCA False False 90 -1.828837 13 77 False 2 2 0.000
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