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CmetaB AAT False False 48 0.956940 10 46 False 1 1 0.000

CnorvA AAT False False 89 0.462642 13 68 False 1 1 0.000

CmetaA AAT False False 48 0.956940 10 46 False 1 1 0.000

CmetaF AAT False False 48 0.956940 10 46 False 1 1 0.000

CfrijA AAT False False 68 0.887447 12 63 False 1 1 0.000

CmetaD AAT False False 48 0.956940 10 46 False 1 1 0.000

CmetaC AAT False False 48 0.956940 10 46 False 1 1 0.000

CbuenA AAT False False 60 0.947928 10 57 False 1 1 0.000

CviswA AAT False False 71 0.908650 12 66 False 1 1 0.000

CdefoA AAC False False 24 0.776046 9 20 False 1 1 0.000

PpastA AAT False False 69 0.806873 10 62 False 1 1 0.000

SjapoA AAT False False 70 0.051377 7 36 False 1 1 0.000

SpombA
AAC False False 8 -0.237164 4 1 False 1 1 0.000

AAT False False 58 0.323554 6 40 False 1 1 0.000

CdublA AAT False False 56 0.925781 10 53 False 1 1 0.000

CorthB AAT False False 52 0.973468 10 50 False 1 1 0.000

CorthC AAT False False 51 0.972880 10 49 False 1 1 0.000

CtetrA AAT False False 54 0.972250 10 51 False 1 1 0.000

CphanA AAT False False 64 0.513839 13 49 False 1 1 0.000

CorthA AAT False False 52 0.973468 10 50 False 1 1 0.000

CgallA AAC False False 22 0.741457 9 18 False 1 1 0.000

CgigaA AAT False False 11 1.357143 7 10 False 1 1 0.000

CparaA AAT False False 41 0.984230 9 39 False 1 1 0.000

CbohiA AAT False False 69 0.971980 12 66 False 1 1 0.000

LstarA AAT False False 57 0.652053 8 44 False 1 1 0.000

CparaE AAT False False 51 0.965384 10 49 False 1 1 0.000

CparaD AAT False False 51 0.965384 10 49 False 1 1 0.000

CparaF AAT False False 51 0.965384 10 49 False 1 1 0.000

CsantA AAC False False 29 0.444524 9 19 False 1 1 0.000

CtropB AAT False False 16 1.249321 8 15 False 1 1 0.000

BcaliA AAT False False 87 0.458149 12 66 False 1 1 0.000

CtropA AAT False False 16 1.249321 8 15 False 1 1 0.000

PkluyA AAT False False 56 0.681620 11 46 False 1 1 0.000

LelonA AAT False False 47 0.929893 10 41 False 2 2 0.000

CmetaE AAT False False 48 0.956940 10 46 False 1 1 0.000

CoxycA AAT False False 15 0.979988 1 13 False 1 1 0.036

CsalmA AAT False False 75 0.344220 10 51 False 1 1 0.000

CtheaA AAT False False 52 0.993631 10 50 False 1 1 0.000
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OanguA AAT False False 68 0.658102 12 53 False 1 1 0.000

ScryoA
AAC False False 25 0.202899 7 14 False 1 1 0.000

AAT False False 41 0.503627 6 27 False 1 1 0.000

CneerA AAT False False 71 0.896807 12 66 False 1 1 0.000

CparaB AAT False False 51 0.965384 10 49 False 1 1 0.000

CjiufA AAT False False 50 0.978113 10 47 False 1 1 0.000

CalimA AAT False False 65 0.596581 12 52 False 1 1 0.000

CzempA AAT False False 64 0.543361 7 45 False 1 1 0.000

CmaltA AAT False False 65 0.958402 12 62 False 1 1 0.000

SoctoA AAT False False 53 0.461997 6 33 False 2 3 0.000

CparaC AAT False False 51 0.965384 10 49 False 1 1 0.000
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