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Metaseiulus_occidentalis AAC False False 17 -0.075529 6 15 False 1 1 0.000

Schistosoma AAT False False 22 -0.111372 8 10 False 2 2 0.000

Ascidiella_aspersa AAC False False 9 0.051136 5 7 False 1 1 0.000

Echinococcus_equinus AAT False False 36 -0.075107 7 15 False 2 2 0.030

Taenia_crassiceps AAT False False 23 0.046223 6 10 False 2 2 0.086

Benedenia_hoshinai AAT False False 24 -0.249465 8 9 False 2 2 0.000

Ciona AAC False False 6 0.274262 5 4 False 1 1 0.000

Fasciola AAT False False 27 -0.034483 8 13 False 1 1 0.000

Trichobilharzia_regenti
AAC False False 2 1.900000 1 0 False 1 1 0.078

AAT False False 22 -0.366313 7 9 False 1 1 0.000

Tetrancistrum_nebulosi AAT False False 18 -0.238571 8 8 False 1 1 0.000

Versteria_mustelae AAT False False 24 0.218515 6 9 False 3 4 0.200

Euseius_nicholsi AAT False False 36 -0.315489 9 29 False 1 1 0.000

Caenorhabditis AAT False False 34 -0.359909 10 23 False 1 1 0.051

Haplorchis_taichui
AAC False False 4 0.852564 3 2 False 1 1 0.001

AAT False False 12 0.079741 5 8 False 1 1 0.000

Lumbricus AAT False False 22 -0.004684 8 18 False 1 1 0.000
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