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Metaseiulus_occidentalis GGA False False 46 -3.393239 7 44 False 1 1 0

Daphnia
GGC False False 21 -3.140025 10 18 False 1 1 0

GGT False False 15 -3.268503 7 14 False 1 1 0

Schistosoma
GGG False False 24 -3.165245 8 18 False 1 1 0

GGT False False 63 -3.296493 10 49 False 1 1 0

Pseudogarypus_banksi GGG False False 45 -3.411731 10 42 False 1 1 0

Geodia GGG False False 37 -3.257975 9 33 False 1 1 0

Echinococcus_equinus GGT False False 63 -3.416429 10 52 False 1 1 0

Taenia_crassiceps GGT False False 58 -3.502220 10 51 False 1 1 0

Benedenia_hoshinai GGA False False 25 -3.371134 8 21 False 1 1 0

Fasciola GGT False False 61 -3.143642 11 46 False 2 2 0

Trichobilharzia_regenti
GGG False False 35 -2.985163 10 24 False 1 2 0

GGT False False 74 -3.037769 10 54 False 2 2 0

Tetrancistrum_nebulosi GGT False False 39 -3.199867 9 28 False 1 1 0

Versteria_mustelae GGT False False 77 -3.349599 11 61 False 1 1 0

Ascidiella_aspersa GGG False False 44 -2.931898 9 37 False 1 2 0

Acropora GGG False False 68 -3.238401 12 60 False 2 2 0

Haplorchis_taichui
GGG False False 57 -2.907082 10 39 False 2 3 0

GGT False False 34 -3.297338 8 27 False 1 1 0
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