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Tot.
count

44
38
16
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Telford

-1.759345
-1.730866
-1.638298
-1.733442
-1.675737
-1.743379
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-1.813313
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count

35
29
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Val
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Prob

0.000
0.000
0.000
0.000
0.001
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0.000
0.000
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0.000
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