CoReTracker report

CnorvA
BcaliA
AgossA
LstarA
CsalmA
WmucoA
CjadiA
SjapoA
AgossB
SpombA
CsuavA
CzempA
CsantA
CvartA
SoctoA

PkluyA

OanguA

PcanaA

ScryoA

AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAC
AAT
AAT
AAC
AAT
AAC
AAT
AAT
AAT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

89
87
51
57
75
60
70
70
51
58
66
64
29
75
53
25
56
16
68
83
41

Telford

-0.319273
-0.313030
-0.139262
-0.111462
-0.292247
-0.223443
-0.258863
-0.532402
-0.139262
-0.198945
-0.258215
-0.292614
-0.246600
-0.289406
-0.225311
0.026263

-0.061334
0.035109

-0.082062
-0.296118
-0.272174

Tot.
Genes

13
12
7
8
10
10
12
7
7
6

Use.
count

68
66
44
44
51
48
55
36
44
40
51
45
19
57
33
19
46
12
53
64
27

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Genes
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