CoReTracker report
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Tot.
count

149
61
145
112
141
138
114
133
57
63
72
62
62
62
65
127
62
136
32
33
100
29
145
34
120
25
117
120
64
13
137
69
120
65
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117
67
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Telford

1.786675
1.934844
1.852266
1.721217
1.892009
1.890926
1.661661
1.837666
1.925185
1.910929
1.826370
1.888545
1.367549
1.888700
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1.811110
1.888545
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1.890330
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1.897727
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1.962910
1.781617
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Tot.
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48
32
143
59
124
61
90
67
114
114
119
66
72
139
71
56
62
124
74
27
144
58
69
47
142
62
133
54
63
82
55
69

Telford

1.880240
1.892078
1.750483
1.948647
1.675673
1.885341
1.871738
1.932684
1.667738
1.667738
1.855462
1.941588
1.826370
1.724146
1.819965
1.324987
1.888545
1.947560
1.806920
1.619703
1.852855
1.920040
1.945263
1.666260
1.701003
1.888545
1.888967
1.951579
1.927931
1.748684
1.352673
1.945604
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43
27
125
56
109
58
87
61
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61
67
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19
137
55
64
39
124
58
128
50
59
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