CoReTracker report
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127
29
32
84
114
61
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17
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137
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20
186
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123
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18
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83
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0.172629

-0.256997
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25
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46
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95
48
124
91
131
131
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131
138
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140
25
30
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44
35
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33
69
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206
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93
10
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156
148
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Telford

-0.077596
0.155817

-0.106345
-0.041326
0.172957

-0.065921
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-0.268360
-0.063790
-0.063790
-0.063790
-0.063790
-0.093547
-0.063790
-0.063790
-0.118705
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-0.072179
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Prob

0.000
0.000
0.000
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0.000
0.174
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0.040
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0.000
0.221
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CpseuA
CchauA

BcaliA

SoctoA

LkluyB
LdasiA
LkluyF
LkluyE
LkluyD
LkluyC
CvartA
LkluyA
CorthB
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CorthA
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MguilA
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ScereC
ScereA
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Tot.
count

132
9
92
133
110
23
116
33
125
127
125
122
127
187
127
145
147
145
197
174
172
123
121
117
120
128
125
206
147

93
24
129
138
31

Telford

-0.027941
0.142857

-0.080556
-0.031965
-0.099154
0.090458

0.101417

0.030871

-0.019011
-0.014980
-0.007838
-0.012836
-0.014980
-0.051076
-0.014980
-0.062688
-0.063931
-0.063280
-0.061835
-0.046637
-0.026023
-0.034314
-0.033368
-0.033363
-0.035498
-0.024590
-0.056727
-0.045834
-0.085061
0.196568

-0.051553
-0.239408
-0.065471
-0.078297
0.013498
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110
7
81
110
87
11
70
26
111
113
110
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113
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113
137
139
137
179
159
140
103
102
98
101
112
120
170
109

75

108
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25

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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Prob

0.000
0.354
0.200
0.201
0.000
0.000
0.000
0.061
0.000
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0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.200
0.200
0.000
0.000
0.000
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0.149
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0.159
0.000
0.200
0.060
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