CoReTracker report

CphanA
CgallA
CdefoA
PpastA
YlipoB
YlipoA
CsantA
CalimA
SpombA
SoctoA

ScryoA
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Clad.
Val

False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False

False

Tot.
count

77
109
69
125
68
68
109
57
43
50
38

Telford

-2.945442
-2.983205
-2.917808
-2.970391
-2.886744
-2.886744
-2.933879
-2.938022
-2.693968
-2.884830
-3.000253

Tot.
Genes

13
13
12
i3
12
12
13
12
6

6

6

Use.
count

59
90
51
101
49
49
88
42
28
33
23

Trans.
Val

False
False
False
False
False
False
False
False
False
False
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