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Pseudogarypus_banksi CAT False False 37 0.119916 8 35 False 1 1 0.000

Fasciola CAT False False 37 0.136585 7 31 False 1 1 0.000

Schistosoma CAT False False 36 0.100287 7 31 False 1 1 0.000

Metridium CAT False False 40 0.045603 8 39 False 1 1 0.051

Aphrocallistes_vastus CAT False False 21 0.057457 7 18 False 1 1 0.000

Tetrancistrum_nebulosi CAT False False 28 0.097516 7 24 False 1 1 0.000

Geodia CAT False False 36 0.064841 8 35 False 1 1 0.000

Echinococcus_equinus
CAC False False 3 1.288136 3 2 False 1 1 0.006

CAT False False 36 0.033692 6 30 False 1 1 0.000

Taenia_crassiceps CAT False False 39 0.132761 7 32 False 2 2 0.030

Benedenia_hoshinai CAT False False 36 -0.015054 7 29 False 1 1 0.000

Epigonichthys CAT False False 32 0.060310 7 31 False 1 1 0.000

Strigamia_maritima CAC False False 24 -0.010953 6 22 False 1 1 0.055

Trichobilharzia_regenti CAT False False 35 0.075624 7 30 False 1 1 0.000

Suberites_domuncula
CAC False False 14 0.227360 7 13 False 1 1 0.000

CAT False False 37 0.143759 8 35 False 2 2 0.000

Homo CAC False False 41 0.010095 8 39 False 1 1 0.000

Versteria_mustelae CAT False False 40 0.087041 7 32 False 2 2 0.030

Acropora CAT False False 42 0.058349 8 41 False 1 1 0.051

Haplorchis_taichui CAT False False 33 0.077404 7 28 False 1 1 0.000

Lumbricus CAC False False 33 0.242038 9 30 False 2 2 0.000
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