CoReTracker report
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Clad.
Val
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Reassigned
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Tot.
count

59
54
60
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59
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35
53
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60
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Telford

-0.917567
-0.776206
-0.813385
-0.813945
-0.813945
-0.883840
-0.882777
-0.882777
-0.816728
-0.763651
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-0.873073
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Tot.
Genes

10
6
10
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11
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Use.
count

54
27
42
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Val
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Rea.
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Prob

0.000
0.031
0.011
0.015
0.015
0.000
0.000
0.000
0.011
0.000
0.015
0.000
0.000
0.000
0.055
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