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Schistosoma ATG False False 39 -0.734734 9 11 False 1 2 0.107

Echinococcus_equinus ATG False False 36 -0.862340 11 10 False 1 1 0.000

Taenia_crassiceps ATG False False 34 -0.856278 9 10 False 1 1 0.000

Benedenia_hoshinai ATG False False 29 -0.697321 8 11 False 1 2 0.083

Fasciola ATG False False 38 -0.513569 8 11 False 2 3 0.032

Trichobilharzia_regenti ATG False False 40 -0.630937 10 11 False 2 3 0.028

Tetrancistrum_nebulosi ATG False False 34 -0.940377 10 9 False 1 1 0.000

Homo ATG False False 5 0.020619 3 2 False 1 1 0.063

Versteria_mustelae ATG False False 32 -0.922892 9 10 False 1 1 0.000

Haplorchis_taichui ATG False False 40 -0.795734 9 11 False 1 2 0.107
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