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1.944410
1.854296
2.037718
2.130769
2.034185
1.891201
1.940285
1.855950
1.793619
2.073999
1.677446
3.977273
1.943201
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1.944250
1.970172
2.063793
2.063949
2.022569
1.813170
2.151442
2.042452
2.105568
1.929574
1.851883
1.934704
1.854732
1.854296
1.804701
2.104203
2.104203
1.677446
1.966196
2.698068
1.965212
2.560078
1.728660
1.841094
1.942597
1.728660
1.855950
2.024233
2.037006
2.025261
1.946295
1.999084
1.863208
2.837321
1.959193
1.863961
1.677446
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1.852109
1.859801
1.972247
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Prob
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