CoReTracker report

CjadiA
CnorvA
LmeyeA
MstarA
LkluyF
LkluyE
LkluyD
NbaciA
CvartA
LkluyA
MtetrA
AacerA
MmagnB
MmagnA

KmarxA

WmucoA

CsantA
ScereC
ScereA
CsuavA
ScereD
ScereE
MfariB
CcastA
PcanaA
WpijpA
LanspB
BcaliA
LanspA
LdasiA
CsalmA
LnothA
AgossB
CglabA
NdelpA
MingeA
AgossA

AAC
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAC
AAT
AAC
AAT
AAT
AAC
AAT
AAC
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT
AAT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

18
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Telford

-2.732402
-2.470312
-2.744945
-2.738930
-2.735486
-2.735486
-2.729976
-2.772523
-2.571558
-2.735486
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-2.693272
-2.725205
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HuvarA
ScastA
KtherA
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29
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-2.711238
-2.120318
-2.674667
-2.733076
-2.699385
-2.701106
-2.735486
-2.752637
-2.687058
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