CoReTracker report

HuvarA
BcustA
CsantA
SjapoA
SpombA
SoctoA

ScryoA

GAT
GAT
GAT
GAT
GAT
GAT
GAT

Clad.
Val

False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False

False

Tot.
count

38
56
45
38
37
32
27

Telford

0.116696
0.092782
0.048839
0.093269
0.154524
0.193097
0.225989

Use.
count

28
52
39
27
27
25
20

Trans.
Val

False
False
False
False
False
False

False

Rea.
Genes

I = ST = S = = =

Rea.
count

N N N N P PP

Prob

0.051
0.000
0.000
0.000
0.000
0.000
0.000
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