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Halocynthia GCT False False 37 -1.599171 9 29 False 1 1 0.046

Schistosoma GCA False False 4 0.826923 3 2 False 2 2 0.064

Echinococcus_equinus
GCG False False 7 -1.061594 4 3 False 1 1 0.000

GCT False False 32 -1.098558 8 16 False 1 2 0.000

Taenia_crassiceps GCT False False 34 -1.413093 8 17 False 1 2 0.000

Benedenia_hoshinai
GCA False False 8 -1.170886 4 4 False 1 1 0.000

GCT False False 33 -1.195988 7 15 False 2 2 0.000

Haplorchis_taichui
GCC False False 6 -1.080508 5 4 False 1 1 0.000

GCT False False 31 -1.419008 7 14 False 1 1 0.000

Fasciola GCT False False 40 -1.148718 9 20 False 1 2 0.000

Trichobilharzia_regenti
GCA False False 3 0.211864 3 1 False 1 1 0.013

GCC False False 7 -1.555147 4 2 False 1 1 0.000

Tetrancistrum_nebulosi GCT False False 36 -1.322650 9 13 False 1 1 0.000

Versteria_mustelae
GCA False False 5 -1.195876 5 2 False 1 1 0.000

GCT False False 35 -1.265201 9 17 False 2 2 0.000

Saccoglossus GCC False False 16 -1.251185 8 14 False 1 1 0.060
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