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Metaseiulus_occidentalis ACT False False 32 -2.032051 10 25 False 1 1 0.000

Schistosoma ACT False False 22 -1.305814 6 15 False 2 2 0.000

Ascidiella_aspersa ACT False False 21 -1.632353 7 16 False 1 1 0.000

Aphrocallistes_vastus ACA False False 47 -1.884932 9 31 False 1 1 0.000

Echinococcus_equinus ACC False False 1 3.550000 1 0 False 1 1 0.233

Pseudogarypus_banksi
ACA False False 25 -1.122428 7 17 False 2 2 0.000

ACT False False 35 -1.867938 9 25 False 1 1 0.000

Ciona ACT False False 36 -1.630858 10 26 False 1 1 0.000

Caenorhabditis
ACA False False 38 -1.629579 9 21 False 2 2 0.000

ACT False False 26 -1.757937 6 17 False 1 1 0.000

Trichobilharzia_regenti ACT False False 28 -1.634847 6 19 False 1 1 0.000

Euseius_nicholsi

ACA False False 22 -1.746806 6 17 False 1 1 0.000

ACC False False 8 -1.261146 6 7 False 1 1 0.000

ACT False False 21 -1.815043 7 17 False 1 1 0.000

Patiria ACA False False 16 -1.554649 5 15 False 1 1 0.000

Versteria_mustelae ACT False False 45 -1.470286 10 29 False 1 2 0.000

Lumbricus ACG False False 1 2.100000 1 0 False 1 1 0.323
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