CoReTracker report

NbaciA
MmagnB
CphanA
CgallA
MmagnA
CdefoA
MingeA
MstarA
YlipoB
YlipoA
CsalmA
CsantA
CalimA
SjapoA
CsubhA
CsubhB
SoctoA
MtetrA

ScryoA

ACT
ACA
ACA
ACA
ACA
ACA
ACA
ACA
ACA
ACA
ACT
ACA
ACA
ACC
ACC
ACC
ACA
ACT
ACT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

40
89
81
73
90
78
67
55
70
70
70
56
84
5

a7
a7
26
29
37

Telford

-0.975240
-0.950361
-0.992167
-1.001724
-0.950892
-0.976665
-1.009142
-0.937008
-0.915185
-0.915185
-0.908918
-0.913592
-0.928454
-0.270833
-0.901655
-0.901655
-0.934686
-0.900842
-0.984743

Tot.
Genes

6

11
13
12
11
12
10
10
12
12
10
13
12
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Use.
count

35
65
55
a7
65
52
50
41
46
46
44
35
58
3

39
39
18
24
23

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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