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Metaseiulus_occidentalis AAT False False 30 -1.111870 8 21 False 3 3 0.000

Schistosoma AAT False False 22 -1.166471 8 10 False 1 1 0.000

Echinococcus_equinus AAT False False 36 -0.917740 7 15 False 1 2 0.145

Taenia_crassiceps AAT False False 23 -1.000000 6 10 False 1 1 0.000

Benedenia_hoshinai AAT False False 24 -1.088865 8 9 False 1 1 0.000

Fasciola AAT False False 27 -1.093870 8 13 False 1 1 0.000

Trichobilharzia_regenti AAT False False 22 -0.957597 7 9 False 2 2 0.063

Tetrancistrum_nebulosi AAT False False 18 -0.888571 8 8 False 1 1 0.000

Versteria_mustelae AAT False False 24 -0.764263 6 9 False 1 2 0.078

Euseius_nicholsi AAT False False 36 -1.383298 9 29 False 1 1 0.000

Trichinella AAT False False 17 -1.164134 8 10 False 1 1 0.000

Haplorchis_taichui AAT False False 12 -1.066810 5 8 False 1 1 0.000
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