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count Telford
81 -1.833071
44 -1.803783
113 -1.818305
61 -1.678989
41 -1.442821
27 -1.812993
37 -1.424036
122 -1.837361
40 -1.792601
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38 -1.500250
34 -1.639262
32 -1.395716
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