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CnorvA CCT False False 65 -0.906548 12 64 False 1 1 0.000

CgallA CCA False False 51 -0.806527 12 47 False 1 1 0.000

CdefoA CCA False False 56 -0.822277 12 52 False 1 1 0.000

SjapoA
CCA False False 18 -0.717641 5 14 False 1 1 0.000

CCT False False 60 -0.787486 7 54 False 1 1 0.000

NbaciA CCA False False 23 -0.688177 5 21 False 1 1 0.000

CvartA CCT False False 59 -0.878124 12 58 False 1 1 0.000

CphanA CCA False False 65 -0.843704 12 62 False 1 1 0.000

CzempA
CCA False False 21 -0.768573 6 20 False 1 1 0.000

CCT False False 52 -0.807380 7 51 False 1 1 0.000

MmagnB CCA False False 51 -0.889872 11 49 False 1 1 0.000

MmagnA CCA False False 50 -0.888239 10 48 False 1 1 0.000

LstarA CCA False False 23 -0.755711 8 22 False 1 1 0.000

WmucoA
CCA False False 38 -0.852424 10 37 False 1 1 0.000

CCT False False 76 -0.911361 12 75 False 1 1 0.000

CsantA CCT False False 61 -0.873288 12 60 False 1 1 0.000

ScereC CCA False False 34 -0.800678 7 33 False 1 1 0.000

ScereA CCA False False 36 -0.811834 7 35 False 1 1 0.000

CsuavA CCA False False 56 -0.884102 13 55 False 1 1 0.000

ScereD CCA False False 34 -0.800734 7 33 False 1 1 0.000

ScereE CCA False False 36 -0.811834 7 35 False 1 1 0.000

PkluyA CCA False False 95 -0.891765 11 93 False 1 1 0.000

CalaiA CCA False False 24 -0.641921 8 22 False 1 1 0.060

PcanaA CCT False False 74 -0.932644 12 71 False 1 1 0.000

WpijpA CCT False False 35 -0.853425 6 34 False 1 1 0.000

BarxA CCA False False 10 -0.540909 1 9 False 1 1 0.041

CoxycA CCT False False 19 -0.614169 1 18 False 1 1 0.040

SpastA CCA False False 36 -0.787960 6 35 False 1 1 0.000

YlipoB CCA False False 60 -0.815426 12 57 False 1 1 0.000

BcustA
CCA False False 51 -0.815460 11 47 False 1 1 0.000

CCT False False 68 -0.834403 12 65 False 1 1 0.000

CsalmA CCA False False 30 -0.376510 8 25 False 2 3 0.000

CjadiA CCA False False 58 -0.889534 13 57 False 1 1 0.000

YlipoA CCA False False 60 -0.815426 12 57 False 1 1 0.000

CglabA CCA False False 30 -0.816964 7 28 False 1 1 0.000

SoctoA CCT False False 54 -0.737821 5 50 False 1 2 0.000

NdelpA CCA False False 32 -0.791004 6 30 False 1 1 0.000

ScryoA
CCG False False 2 2.081818 1 0 False 1 1 0.064
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CCT False False 34 -0.757372 5 33 False 1 1 0.000

SarboA CCA False False 35 -0.803332 6 34 False 1 1 0.000

HuvarA CCT False False 33 -0.770893 5 29 False 1 1 0.000

ScastA CCT False False 47 -0.865057 7 46 False 1 1 0.000

CcastA CCA False False 36 -0.739362 6 34 False 2 2 0.000

CalimA CCA False False 52 -0.756906 11 47 False 1 1 0.000

CblacA CCA False False 4 0.070455 1 3 False 1 1 0.136

BcaliA CCT False False 64 -0.896904 12 63 False 1 1 0.000

SpombA CCT False False 41 -0.550186 5 36 False 1 2 0.000
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