
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

Strigamia_maritima AAT False False 20 0.029563 7 19 False 1 1 0.000

Schistosoma AAT False False 22 -0.043376 8 10 False 1 1 0.000

Tetrancistrum_nebulosi AAT False False 18 -0.197143 8 8 False 1 1 0.000

Caenorhabditis AAT False False 34 -0.236902 10 23 False 1 1 0.000

Benedenia_hoshinai AAT False False 24 -0.274090 8 9 False 1 1 0.000

Echinococcus_equinus AAT False False 36 -0.085122 7 15 False 1 1 0.000

Ciona AAC False False 6 0.350211 5 4 False 1 1 0.000

Fasciola AAT False False 27 0.080460 8 13 False 1 2 0.000

Trichobilharzia_regenti AAT False False 22 0.008245 7 9 False 1 1 0.000

Euseius_nicholsi AAT False False 36 -0.101356 9 29 False 1 1 0.000

Trichinella
AAC False False 25 -0.500511 7 16 False 1 1 0.000

AAT False False 17 -0.056231 8 10 False 1 1 0.000

Haplorchis_taichui AAC False False 4 0.935897 3 2 False 1 1 0.001
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