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-1.706590
-1.861153
-1.819870
-1.941588
-1.892949
-1.894586
-0.831818
-1.918217
-1.856712
-1.904449
-1.855263
-1.797949
-1.797949
-1.854033
-1.767113
-1.899677
-1.860485
-1.891450
-1.873749
-1.732972
-1.687690
-1.878643
-1.732972
-1.887202
-1.994703
-1.810200
-1.920245
-1.682360
-1.605861
-1.854631
-1.939725
-1.668505
-1.895247
-1.636247
-1.633013
-1.914376
-1.743108
-1.938270
-1.683166
-1.459090
-1.535107

Tot.
Genes

6
12
5
12
6
11
1
7
10
7

Use.
count

31
72
16
78
51
76
1

57
28
58
99
31
31
54
29
43
30
44
29
55
22
54
55
19
28
71
18
14
20
85
56
25
58
59
26
51
26
61
20
15
25

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
count

P P R P R R NN R R RPN R P R P R P R P R P R P P P R P P P P P P P RPDNRPR P R BRPR

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.344
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



Clad. . Tot. Tot. Use. Trans. Rea. Rea.
Val Reassigned count Telford Genes count Val Genes count Prob
WmucoA TCA False False 62 -1.882225 10 52 False 1 1 0.000

CvartA TCA False False 90 -1.828837 13 77 False 2 2 0.000
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