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count
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22
62
24
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79
70
8
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66
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12

Telford

-1.600198
-1.582734
-1.524458
-1.636177
-1.489279
-1.650095
-1.147691
-0.380196
-1.586822
-1.661910
-1.650970
-1.533531
-1.650858
-1.495535
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-1.651063
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-1.534726
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-1.437944
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-1.123951
-1.608602
-1.561072
-1.592124
-1.031898
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count
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