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Metaseiulus_occidentalis AAT False False 30 0.119556 8 21 False 1 1 0.000

Schistosoma AAT False False 22 0.005862 8 10 False 1 1 0.000

Aphrocallistes_vastus
AAC False False 20 0.685824 8 15 False 1 1 0.000

AAT False False 22 0.905484 7 20 False 2 2 0.000

Pseudogarypus_banksi AAT False False 29 0.103815 10 21 False 1 1 0.000

Paracentrotus AAC False False 15 0.911111 7 14 False 1 1 0.000

Ciona AAT False False 41 0.465539 9 32 False 1 1 0.000

Lumbricus AAC False False 21 0.759124 7 20 False 1 1 0.000

Trichobilharzia_regenti AAT False False 22 0.329800 7 9 False 2 2 0.025

Homo AAC False False 34 0.522881 9 29 False 1 1 0.000

Euseius_nicholsi AAT False False 36 0.443969 9 29 False 1 1 0.000

Caenorhabditis AAT False False 34 0.144267 10 23 False 1 1 0.000

Katharina
AAC False False 16 0.777953 6 15 False 1 1 0.000

AAT False False 24 0.591398 7 22 False 1 1 0.000

Ascidiella_aspersa AAT False False 30 0.483262 8 26 False 1 1 0.000
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