CoReTracker report
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ACA
ACA
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ACT
ACA
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ACA
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ACA
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ACA
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ACG
ACA
ACC
ACG
ACA
ACC
ACT
ACA
ACT
ACT
ACT
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACA
ACT
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ACA

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

48
23
36
33
18
5

43
56
5

54
42
44
49
19
34
47
21
34
47
21
51
6

60
36
35
21
15
56
44
49
53
55
55
25
35
53
45
37

Telford

0.932278
0.272427
0.920635
0.948487
1.224120
1.424569
0.747340
0.621553
2.009634
0.500311
1.056331
1.043636
0.776308
1.223911
0.926421
0.991726
0.887789
0.926421
0.991726
0.887789
0.687256
0.753165
0.972963
0.957600
0.756293
0.895392
0.927229
0.898865
1.178459
0.948081
0.939948
0.925101
0.808943
1.333463
0.919355
0.976241
0.867157
0.763541

Tot.
Genes

© A N O O O N

11
10
10
11
10
10

10
10

Use.
count

44
13
25
29
15
4

37
85!
0

37
37
39
42
16
32
39
17
32
39
17
38
4

46
32
29
19
13
45
34
47
48
41
44
18
33
50
42
25

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

P PR RPN W N R RPN AP RPN R O R NNMNDNDRDNDNDNPRPR R P ® NN R R P R MNDNPR

Rea.
count

W Rk, NP 00w N P R, PPN PO R, NN DN P NN PP DN PR DA BN WO R, PN RSN P

Prob

0.000
0.000
0.000
0.000
0.011
0.001
0.000
0.000
0.238
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.040
0.000
0.000
0.000
0.000
0.000
0.000
0.006
0.000
0.000
0.000
0.000
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CalbiB
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ACT
ACA
ACT
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ACA
ACT
ACA
ACA
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ACA
ACA
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ACA
ACA
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ACA
ACC
ACT
ACA
ACA
ACT
ACA
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

54
45
59
42
45
58
45
81
35
40
38
39
37
29
37
45
4

53
63
21
35
46
32
&3
45
56
73
44
87
8

58
20
24
52
47
41
62
41
62
85
53

Telford

0.761972
1.012522
1.027571
0.994256
1.048159
0.958986
0.931639
0.627546
0.895341
0.946939
1.046955
0.971479
1.183935
0.846993
0.400310
0.946949
1.616279
0.904395
0.897762
0.525778
0.413180
0.871935
0.586394
0.785798
0.901754
0.970779
0.543103
0.925877
0.707864
1.153216
0.809959
0.922139
1.050040
1.029772
0.891866
0.955167
0.978902
0.955167
0.978902
0.919355
0.976241

Tot.
Genes

11
11

11

11

10

Use.
count

42
44
55
40
44
a7
41
55
24
38
36
37
30
18
23
42
3

50
58
11
17
41
21
21
43
52
47
32
73
6

32
18
22
49
45
39
59
39
59
33
50

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

PR R R R R R N R R 0 R N OO NP R WNRFP ®®NNPREP R NMNDMD®O® RPN RP MDD PR OR RPN P o®

Rea.
count

N PN RN R R NN PO R w0 N P WwWw R, NN NN NN R W R R, W W

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.002
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



MmagnB

MmagnA

CparaA
CcoryA
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CparaB
CparaE
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CsuavA

PkluyA
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CsalmA
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CjadiA

AgossB

NdelpA
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CalimA

LkluyD

BcaliA

SoctoA

ChuenA

ACA
ACT
ACA
ACT
ACC
ACA
ACC
ACC
ACC
ACC
ACC
ACA
ACG
ACT
ACA
ACC
ACA
ACT
ACA
ACA
ACT
ACA
ACT
ACA
ACT
ACA
ACC
ACT
ACT
ACA
ACT
ACA
ACA
ACT
ACA
ACA
ACT
ACA
ACT
ACA
ACC

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

89
26
90
26

Telford

0.954699
0.395179
0.955648
0.388721
2.215116
0.950983
2.215116
2.215116
2.215116
2.215116
2.215116
0.914365
1.140047
0.762898
0.918794
1.205195
0.872082
1.168627
0.780334
0.961271
1.025424
1.069672
0.701160
0.784314
0.746078
1.060601
3.450704
0.779119
1.070504
1.085034
0.974076
0.874066
0.673601
0.762519
0.845992
0.947357
1.094395
0.633948
0.775955
0.942924
3.400000

Tot.
Genes

11
10
11

10
12
10

10

BN O N

Use.
count

65
18
65
19

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

R A N W W R DD PR, W DNO R, OO0 OO0 DN DWW R, P, RPN O R R R R P R R PO R O

Rea.
count

10
1

e L R

[

0

P P O N B~ D P DM O P P M OO W PP WO 00 0N WA OO W W, R E,DN

Prob

0.000
0.000
0.000
0.000
0.041
0.000
0.055
0.055
0.055
0.055
0.055
0.000
0.000
0.000
0.000
0.001
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.185
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.182



CdefoA

LdasiA
LkluyF
LkluyE
CchauA
LkluyC

CvartA

LkluyA
CdublA
ClusiA

MguilA

WmucoA

ScereC
ScereA
ScereD
ScereE

DhansA

YlipoB

LnothA

BcustA

AgossA

MingeA

ScastA
CmaltA

ACT
ACA
ACT
ACA
ACA
ACA
ACA
ACA
ACA
ACT
ACA
ACT
ACT
ACA
ACA
ACT
ACA
ACA
ACA
ACT
ACT
ACA
ACT
ACA
ACA
ACT
ACT
ACA
ACT
ACA
ACT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

77
78
39
43
41
41
58
41
48
58
41
61
64
51
51
47
38
38
37
25
53
70
47
42
61
58
49
67
44
38
62

Telford

0.962622
0.625017
0.854670
0.967195
0.852789
0.852789
0.938056
0.852789
1.098942
0.884208
0.852789
0.974231
0.916752
0.988828
0.924904
1.054493
0.917110
0.917110
0.979979
0.921257
0.907118
0.784314
0.746078
0.957179
0.770570
0.746350
1.056217
0.731873
0.909959
1.045559
1.010493

Tot.
Genes

11
12
11
7
7
7
10
7
12
10
7
10
11
10
11
11

11

12

11

11

10

10

10

Use.
count

71
52
26
39
36
36
54
36
43
41
36
58
59
49
43
38
33
33
33
24
50
46
32
38
43
44
42
50
34
30
59

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

P N W WA WA PP OO DN P PP R PP RPN ®RFEP R NP MNDNRPR R R R R OO>N®

Rea.
count

A W 0 00 A O B OO P P P P P M O FPF PN PP DO, DN PP R P00 0 W

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
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