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Metaseiulus_occidentalis TCA False False 17 -1.677273 6 12 False 1 1 0.000

Schistosoma
AGT False False 32 -2.049245 10 13 False 1 1 0.000

TCA False False 17 -1.613293 8 9 False 1 1 0.000

Trichobilharzia_regenti AGT False False 45 -1.750566 9 15 False 2 3 0.000

Echinococcus_equinus
AGT False False 23 -1.444568 7 12 False 3 3 0.000

TCT False False 41 -2.115312 10 18 False 1 1 0.000

Taenia_crassiceps TCT False False 44 -2.075073 11 14 False 1 1 0.000

Benedenia_hoshinai AGT False False 33 -1.941860 9 14 False 1 1 0.000

Fasciola
AGT False False 36 -2.179083 10 20 False 1 1 0.000

TCC False False 6 -0.608511 5 2 False 1 1 0.000

Terebratulina TCT False False 24 -1.699039 10 18 False 1 1 0.051

Tetrancistrum_nebulosi AGC False False 6 -1.286920 3 4 False 1 1 0.000

Versteria_mustelae
AGT False False 37 -1.927198 9 15 False 2 2 0.000

TCT False False 53 -2.065860 11 20 False 1 1 0.000

Trichinella AGC False False 10 -1.164524 6 3 False 1 1 0.000

Haplorchis_taichui
AGT False False 21 -1.954712 9 10 False 1 1 0.000

TCT False False 43 -1.985092 8 15 False 1 1 0.003
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