CoReTracker report

CphanA
CgallA
CdefoA
PpastA
YlipoB
YlipoA
CalimA
SjapoA
SpombA
SoctoA

ScryoA

GAA
GAG
GAG
GAA
GAG
GAG
GAA
GAA
GAA
GAA
GAA

Clad.
Val

False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False

False

Tot.
count

42
21
21
57
24
24
38
39
35
35
35

Telford

0.008891
0.042836
0.038442
-0.090765
0.099379
0.099379
0.018065
-0.085494
-0.211443
-0.211443
-0.211443

Tot.
Genes

12
10
10
12
10
10
11

7
7
7
7

Use.
count

39
19
19
58]
22
22
35
26
25
25
25

Trans.
Val

False
False
False
False
False
False
False
False
False
False

False

Rea.
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