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Clad. Tot. Tot. Use. Trans. Rea. Rea.

Val Reassigned count Telford Genes count Val Genes count Prob
LkluyC ACA False False 41 -0.198547 7 36 False 1 1 0.000
WmucoA ACT False False 47 0.113767 11 38 False 3 3 0.000

SjapoA ACT False False 58 -0.406141 6 32 False 1 2 0.000
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