CoReTracker report

LmeyeA

SpombA

SpastA

AacerA

CgigaA

CsantA

CtropB

CtropA

WpijpA

BarxA

CsubhA

CsubhB

OanguA

SarboA
CalaiA
KtherA

CnorvA

CviswA

MstarA

NbaciA

CalbiD

GTT
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTC
GTG
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTA
GTT
GTA
GTC
GTG
GTA
GTC
GTG
GTA
GTT
GTA
GTT
GTA
GTA
GTT
GTT
GTA
GTT
GTA
GTT
GTA

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

46
34
3

42
62
2

34
22
64
21
91
21
67
32
66
35
65
17
12
48
49
36
48
49
36
51
54
67
52
69
57
48
40
66
50
56
38
58

Telford

1.358728
0.964316
0.277778
1.449338
1.234488
2.539906
1.097798
1.375632
1.323497
1.379834
1.148306
1.276266
1.142343
1.068726
1.144651
1.061071
1.134921
1.375401
0.251515
1.157779
1.243719
1.447926
1.157779
1.243719
1.447926
1.130547
0.986313
1.248396
1.087899
1.158579
1.206167
1.103565
1.097017
1.086764
1.109756
1.208770
1.079850
1.113986

Tot.
Genes

N N N O OO W o o

[En
o

12

12

12

12

11
12

11

10
12

11

10

10
12

10

Use.
count

31
16
0

23
47
0

22
15
40
16
50
12
57
27
56
30
50
10
3

30
41
21
30
41
21
35
32
45
44
53
39
38
35
42
32
38
28
49

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

N PR W R R R N R W WD R WNDN®NNRPR R P R ®WRPR WO ®O®N PR NP PP R NNRPR RPN

Rea.
count

B W R R RN ®W RN A

=
o

N PP W N PR NP WWwW RN WW N DN R0 0w

Prob

0.000
0.000
0.009
0.000
0.000
0.010
0.000
0.034
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.041
0.077
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



KmarxA

LstarA

MfariA
MfariB

CcastA

LanspB

CphanA

LanspA
CsojaA
CglabA

ScryoA

CneerA
CsakeA

HuvarA

CjiufA
KlactA

CzempA

CgallA

PpastA

SjapoA

CalbiE

CtetrA

CalbiC
CalbiB
CalbiA
MmagnB

GTA
GTA
GTT
GTA
GTA
GTA
GTC
GTA
GTT
GTA
GTG
GTT
GTA
GTA
GTA
GTA
GTC
GTT
GTT
GTT
GTA
GTT
GTA
GTA
GTA
GTT
GTA
GTG
GTT
GTA
GTG
GTA
GTT
GTA
GTA
GTG
GTT
GTA
GTA
GTA
GTA

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

21
46
62
64
51
68
2
61
40
65
2
46
69
44
68
41
4
34
58
50
53
54
57
70
40
41
80
6
32
112

19
44
40
60

45
68
68
59
47

Telford

1.280641
1.181600
1.226896
1.126749
1.074553
1.267183
2.518182
1.218278
1.307599
0.952915
2.103448
1.347366
1.276657
1.054324
1.163245
1.293966
1.653846
0.820269
1.063781
1.194902
0.987426
0.983330
1.079424
1.250682
1.124322
0.934538
1.051685
1.059701
1.430729
1.209760
2.346341
0.997052
1.229358
1.154830
1.061210
1.500548
1.093813
1.134230
1.134230
1.129016
1.198445

Tot.
Genes

D N N OO 0 N ©O© N
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o o

11

10

10
12

Use.
count

15
23
36
51
44
49
1

47
27
42
1

33
50
39
50
20
0

20
52
44
24
22
51
49
20
27
53
2

22
70
0

7

25
31
51
7

39
58
58
49
31

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

R N NN P P RPN~ DN PR DO, DN MNP DO DN PP R RO DN RPN PR NN PRP R P NN OO OGO

Rea.
count

R N NN P P RPN OO DN PP O W, Br~ADN NN P NN PP P RPN P OO R, N DN P P NN OO O

Prob

0.061
0.000
0.000
0.000
0.000
0.000
0.042
0.000
0.000
0.000
0.041
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.003
0.000
0.000
0.040
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



MmagnA

CparaA

CcoryA

CparaC

CparaB

CparaE

CparaD

CparaF

MtetrA

CsaraA

CsuavA

PkluyA

PcanaA

CsalmA

YlipoA

CjadiA

AgossB

NdelpA
LelonA

CalimA

GTG
GTT
GTA
GTG
GTT
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTA
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTA
GTA
GTG

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

37
49
45
38
49
56
65
68
42
69
42
69
42
69
42
69
42
69
39
28
62
22
61
43
77
40
126
77
33
93
70

42
84
45
52
32
69
81
60

Telford

1.514972
1.158365
1.187302
1.526043
1.157940
1.083068
1.315114
1.248923
1.140818
1.071714
1.140818
1.071714
1.140818
1.071714
1.140818
1.071714
1.140818
1.071714
1.165774
1.343725
1.111406
0.749655
1.021618
1.040441
1.108796
1.156894
1.234966
1.154608
0.840558
1.207393
1.003154
1.564626
1.388777
1.239892
0.922124
1.213906
1.178239
1.100802
1.159283
1.074105
1.985401

Tot.
Genes

12
9
11
12
9
9
11
11
8
10
8
10
8
10
8
10
8
10
9
11
11
9
9
9
12
10
13
11
8
11
10
5
10
12

13
10

Use.
count

16
27
30
16
27
53
43
48
37
66
37
66
S
66
37
66
37
66
20
11
33
12
52
39
53
31
65
59
22
a7
a7
3

26
51
37
39
25
53
65
35
2

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

B W W R, RPN RPN ®N WO W W N RPN PFP P P DN O®WPRE P P P P P P P P PN ®PFP OO R WO

Rea.
count

e T = T = 2 R < T N e e e N e e N = A e N N =

[EEY
SN

R o A P P N P A WO N DB O W W

Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.015
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.014



LkluyD
BcaliA

SoctoA

ChuenA

CdefoA

LdasiA

LkluyF
LkluyE

CchauA

LkluyC

CvartA

LkluyA
CdublA

ClusiA

MguilA

WmucoA

ScereC

ScereA

ScereD

ScereE

YlipoB

LnothA

BcustA

GTT
GTA
GTA
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTA
GTA
GTT
GTA
GTA
GTT
GTA
GTA
GTA
GTT
GTT
GTA
GTT
GTA
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTT
GTA
GTG
GTT
GTT
GTA
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

55
73
73
32
49
41
73
72
3
41
71
32
71
72
86
46
71
85
39
71
49
59
56
53
63
56
59
59
5
32
60
5
32
59
32
70
6
42
41
103
38

Telford

1.224835
1.157682
1.161259
1.551630
1.007800
1.126429
1.110788
1.071955
2.221429
1.215749
1.201444
1.321472
1.191281
1.180845
1.184898
1.425238
1.191281
1.189499
1.180207
1.191281
1.062879
1.062826
1.157064
1.148551
1.156677
1.051832
1.158236
1.158236
1.745794
1.162762
1.087130
1.745794
1.162762
1.158236
1.162762
1.003154
1.564626
1.388777
1.344528
1.262918
1.168164

Tot.
Genes

10
6
11
7
6
7
11
10
3
10

N O N WO N woo o

IR
o

10

12
11

Use.
count

41
52
53
14
24
37
60
46
1

29
52
22
51
52
60
30
51
57
31
51
42
49
48
47
47
40
40
40
3

25
40
3

25
40
25
47
3

26
27
48
28

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

W o P W N WL, NP P DN P P DN DN P NP P DNDNDN P DN ® R, BN PP RPN P ODN P N PO EREDN

Rea.
count

N W N B~ PN R RPN P R NN PFEP N PFP P NN P DN O BN PP RPN PR DN PR OO N PFP NN WwWREDN

w BB
N

Prob

0.000
0.000
0.000
0.003
0.000
0.000
0.000
0.000
0.018
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.015
0.000
0.000
0.000
0.000



AgossA

MingeA

ScastA

CmaltA

CbohiA

GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA

Clad.
Val

False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False

False

Tot.
count

50
34
54
2

58
69
26
81
32
52

Telford

1.195503
1.207649
1.168710
1.095238
1.138506
1.122378
1.183449
1.130333
1.151448
1.193435

Tot.
Genes

10

12

13

10

Use.
count

39
25
31
0

40
a7
21
71
25
44

Trans.
Val

False
False
False
False
False
False
False
False
False

False

Rea.
Genes

PR R R R W R, N RN

Rea.
count

N R R R NN PR W RN

Prob

0.000
0.000
0.000
0.061
0.000
0.000
0.000
0.000
0.000
0.000
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