CoReTracker report

Metaseiulus_occidentalis

Paracentrotus

Aphrocallistes_vastus

Schistosoma

Fasciola

Trichobilharzia_regenti

Versteria_mustelae

Euseius_nicholsi

Haplorchis_taichui

Halocynthia

Echinococcus_equinus

Taenia_crassiceps

Bfloridae

Katharina

Tetrancistrum_nebulosi

Trichinella

Balanoglossus

Pseudogarypus_banksi

Benedenia_hoshinai
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Ciona

Epigonichthys

Caenorhabditis

Homo

Ascidiella_aspersa

Blanceolatum

Saccoglossus
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