CoReTracker report

MingeA
MmagnB
MmagnA
HuvarA
MstarA
CsalmA
MtetrA

GAA
GAG
GAG
GAA
GAA
GAA
GAG

Clad.
Val

False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False

False

Tot.
count

61
55
55
27
62
57
59

Telford

-1.884299
-1.845758
-1.845758
-1.550574
-1.887522
-1.890108
-1.889746

Tot.
Genes

11
11
11
6

11
11
11

Use.
count

58
52
52
22
59
50
54

Trans.
Val

False
False
False
False
False
False

False
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