CoReTracker report
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1.053014
1.216946
1.072759
1.078717
1.277097
1.025059
1.080444
1.045969
1.119808
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1.030959
1.061562
1.143102
1.143102
1.024390
-0.229528
0.124442
1.089963
-0.229528
0.124442
1.089963
1.026623
1.231538
1.078610
1.053111
1.026623
1.231538
1.040208
1.077296
1.152144
1.067205
1.110064
1.049775
1.432271
1.609053
1.062164
0.733102
2.868687
1.165049
1.041883
0.046745
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1.094880
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1.139360
0.751813
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Prob

0.000
0.000
0.000
0.000
0.000
0.249
0.283
0.291
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0.000
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36
1
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15
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1.125738
3.718182
1.177273
1.003297
1.243110
1.101685
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1.083813
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1.093581
1.080272
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