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CnorvA CAT False False 61 0.033516 9 55 False 1 1 0

LmeyeA CAT False False 39 0.073219 5 38 False 1 1 0

MstarA CAT False False 56 0.063631 8 52 False 1 1 0

AgossA CAT False False 45 0.058497 5 42 False 1 1 0

LkluyF CAT False False 42 0.069076 5 41 False 1 1 0

LkluyE CAT False False 42 0.069076 5 41 False 1 1 0

LkluyD CAT False False 41 0.070676 5 40 False 1 1 0

NbaciA CAT False False 42 0.077187 5 41 False 1 1 0

CvartA CAT False False 53 0.004763 9 48 False 1 1 0

LkluyA CAT False False 42 0.069076 5 41 False 1 1 0

MmagnB CAC False False 34 0.147381 8 31 False 1 1 0

ScereC CAT False False 43 0.045027 5 40 False 1 1 0

MmagnA CAC False False 34 0.175115 8 31 False 1 1 0

LstarA
CAC False False 13 0.414038 5 11 False 1 1 0

CAT False False 44 0.015548 7 38 False 1 1 0

WmucoA CAT False False 53 0.052506 9 47 False 1 1 0

CsantA CAT False False 42 -0.056392 8 36 False 1 1 0

MtetrA CAC False False 54 -0.097340 8 45 False 1 1 0

ScereA CAT False False 43 0.069668 5 41 False 1 1 0

CsuavA CAT False False 57 0.001647 9 52 False 1 1 0

ScereD CAT False False 42 0.072347 5 40 False 1 1 0

ScereE CAT False False 43 0.069668 5 41 False 1 1 0

MfariA CAT False False 48 0.088286 9 47 False 1 1 0

MfariB CAT False False 52 0.046786 9 51 False 1 1 0

PcanaA CAT False False 59 0.056022 9 54 False 1 1 0

WpijpA CAT False False 22 0.147396 5 21 False 1 1 0

LanspB CAT False False 40 0.071531 5 39 False 1 1 0

LanspA CAT False False 43 0.062987 5 41 False 1 1 0

LdasiA CAT False False 40 0.071531 5 39 False 1 1 0

BcustA CAT False False 52 0.159617 9 49 False 1 2 0

CjadiA CAT False False 57 0.001101 9 52 False 1 1 0

AgossB CAT False False 45 0.058497 5 42 False 1 1 0

MingeA CAT False False 52 0.108996 8 48 False 1 1 0

LnothA CAT False False 39 0.073471 5 38 False 1 1 0

SarboA CAT False False 42 0.070400 5 40 False 1 1 0

HuvarA CAT False False 31 0.035670 5 27 False 1 1 0

KtherA CAT False False 39 0.073291 5 38 False 1 1 0

KlactA CAT False False 42 0.069076 5 41 False 1 1 0
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BcaliA CAT False False 60 0.035222 9 53 False 1 1 0

LkluyC CAT False False 42 0.069076 5 41 False 1 1 0

SpastA CAT False False 42 0.070448 5 40 False 1 1 0
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