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MingeA
GTA False False 54 -0.657274 10 31 False 1 1 0.000

GTT False False 58 -0.776026 12 40 False 1 1 0.000

CgallA GTA False False 80 -0.830631 10 53 False 1 1 0.000

CbuenA
GTA False False 41 -0.761838 7 37 False 1 1 0.000

GTT False False 73 -0.810744 11 60 False 1 1 0.000

CviswA GTA False False 64 -0.836335 10 59 False 1 1 0.000

CdefoA GTA False False 72 -0.836292 10 46 False 1 1 0.000

PpastA GTA False False 112 -0.503499 12 70 False 3 3 0.000

MstarA
GTA False False 66 -0.740015 10 42 False 1 1 0.000

GTT False False 50 -0.762712 12 32 False 1 1 0.000

SjapoA
GTG False False 3 0.984472 2 1 False 1 1 0.010

GTT False False 44 -0.660769 6 25 False 1 1 0.000

CchauA GTT False False 46 -0.556638 9 30 False 1 1 0.000

SpombA
GTA False False 34 -0.595954 6 16 False 2 2 0.000

GTC False False 3 0.591503 3 0 False 1 1 0.015

CdublA GTT False False 47 -0.667924 9 41 False 2 2 0.000

CalbiE
GTA False False 40 -0.730587 5 31 False 1 1 0.000

GTT False False 24 -0.706252 5 19 False 1 1 0.000

CalbiD
GTA False False 58 -0.798776 10 49 False 1 1 0.000

GTT False False 44 -0.772314 9 37 False 1 1 0.000

CalbiC
GTA False False 68 -0.780867 11 58 False 1 1 0.000

GTT False False 43 -0.788525 10 37 False 1 1 0.000

CalbiB
GTA False False 68 -0.780867 11 58 False 1 1 0.000

GTT False False 43 -0.788525 10 37 False 1 1 0.000

CalbiA
GTA False False 59 -0.786874 10 49 False 1 1 0.000

GTT False False 42 -0.783390 9 36 False 1 1 0.000

NbaciA GTT False False 38 -0.649312 6 28 False 1 1 0.000

CtetrA GTC False False 4 1.087209 4 2 False 1 1 0.001

MmagnB GTA False False 47 -0.670697 11 31 False 1 1 0.000

CgigaA GTC False False 64 -0.619238 10 40 False 1 1 0.000

MmagnA GTA False False 45 -0.671713 11 30 False 1 1 0.000

CcoryA

GTA False False 65 -0.602662 11 43 False 1 1 0.000

GTC False False 5 0.565789 3 4 False 1 1 0.001

GTT False False 68 -0.688923 11 48 False 1 1 0.000

LstarA GTT False False 62 -0.534381 9 36 False 2 2 0.000

CsantA GTA False False 91 -0.572597 12 50 False 2 4 0.000

MtetrA
GTC False False 28 -0.267786 11 11 False 1 1 0.000

GTG False False 62 -0.700442 11 33 False 1 1 0.000
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CsaraA GTA False False 61 -0.842778 9 52 False 1 1 0.000

CtropB GTT False False 32 -0.725725 8 27 False 1 1 0.000

CtropA GTT False False 35 -0.745297 8 30 False 1 1 0.000

PkluyA GTA False False 126 -0.670447 13 65 False 1 1 0.000

ScryoA GTG False False 4 0.754854 3 2 False 1 1 0.000

CphanA GTA False False 65 -0.870440 10 42 False 1 1 0.000

CsojaA GTT False False 28 -0.648759 7 24 False 1 1 0.000

YlipoB GTT False False 42 -0.549824 10 26 False 1 1 0.000

BcustA GTA False False 103 -0.532256 12 48 False 1 1 0.000

CsalmA GTT False False 93 -0.596893 11 47 False 2 2 0.000

CsubhA GTC False False 49 -0.721280 9 41 False 1 1 0.000

YlipoA GTT False False 42 -0.549824 10 26 False 1 1 0.000

CsubhB GTC False False 49 -0.721280 9 41 False 1 1 0.000

OanguA GTA False False 51 -0.697504 10 35 False 1 1 0.000

LelonA GTA False False 81 -0.826376 13 65 False 1 1 0.000

HuvarA
GTA False False 53 -0.524340 6 24 False 1 1 0.000

GTT False False 54 -0.761128 6 22 False 1 1 0.000

CalimA GTA False False 60 -0.829608 10 35 False 1 1 0.000

CzempA
GTA False False 40 -0.605331 7 20 False 1 1 0.000

GTT False False 41 -0.707180 7 27 False 1 1 0.000

SoctoA GTA False False 32 -0.338164 7 14 False 1 1 0.000
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