CoReTracker report

CphanA
CgallA
CdefoA
YlipoB
YlipoA
CalimA
SjapoA
SpombA
SoctoA
ScryoA

GGT
GGT
GGT
GGT
GGT
GGA
GGG
GGT
GGA
GGT

Clad.
Val

False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False

False

Tot.
count

114
112
125
119
119
69
4
87
40
72

Telford

-2.650997
-2.720878
-2.697632
-2.718855
-2.718855
-2.652499
-1.197590
-2.423258
-2.356142
-2.519078

Tot.
Genes

12
12
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13
13
12

4
7
6
6

Use.
count

102
104
115
110
110
61
3
67
30
61

Trans.
Val

False
False
False
False
False
False
False
False
False

False
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