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Metaseiulus_occidentalis TTT False False 104 -3.040600 10 75 False 1 1 0.000

Echinococcus_equinus TTT False False 133 -2.862567 12 72 False 3 3 0.184

Taenia_crassiceps TTT False False 132 -2.861025 12 68 False 2 2 0.000

Benedenia_hoshinai
TTC False False 10 -2.264631 5 6 False 1 1 0.000

TTT False False 110 -2.905704 12 63 False 2 2 0.000

Fasciola
TTC False False 4 -1.730769 2 2 False 1 1 0.001

TTT False False 130 -2.862822 11 67 False 3 3 0.000

Trichobilharzia_regenti TTT False False 116 -2.848565 12 65 False 3 3 0.000

Tetrancistrum_nebulosi TTT False False 108 -2.886412 12 61 False 3 3 0.000

Versteria_mustelae TTT False False 122 -2.828674 11 67 False 3 3 0.000

Trichinella TTT False False 61 -2.711482 11 38 False 2 2 0.000

Caenorhabditis TTT False False 140 -2.862788 12 88 False 3 3 0.000

Haplorchis_taichui TTT False False 103 -2.876712 11 57 False 1 2 0.000
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