CoReTracker report

MmagnB
MmagnA
MingeA
MstarA
CsalmA
MtetrA

CCA
CCA
CCT
CCT
CCT
CCA

Clad.
Val

False
False
False
False
False

False

Reassigned

False
False
False
False
False

False

Tot.
count

51
50
48
57
79
42

Telford

-3.695554
-3.691038
-3.672200
-3.653421
-3.707293
-3.653395

Tot.
Genes

11
10
10
12
9

10

Use.
count

49
48
a7
55
74
40

Trans.
Val

False
False
False
False
False

False

Rea.
Genes

e N e N N

count

[ I S = S S

Prob

O O o o o o



	CoReTracker report

