CoReTracker report
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2
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43
47
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75
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4
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40
84
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63
31
37
62
41
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33
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37
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34
12
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41
3
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Telford

-1.131175
-0.922800
-1.109454
-0.994451
-0.931020
-0.931020
-0.943144
0.172662

-0.957349
-1.054444
-1.033095
-0.918158
-0.936556
-1.001529
-0.980903
-0.956059
-0.912543
1.058252

-0.974565
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-0.634766
-0.977327
-1.018883
-1.060285
-1.009689
-0.569631
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-0.857565
1.368254

-1.093250
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count

54
29
32
76
57
57
54
0
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