CoReTracker report

MstarA
LstarA
CsubhA
CsalmA
CsubhB

AGA
CGA
CGT
AGA
CGT

Clad.
Val

False
False
False
False

False

Reassigned

False
False
False
False

False

Tot.
count

34
10
11
34
11

Telford

-0.818063
-0.588710
-0.601891
-0.766004
-0.601891

Tot.
Genes

N O N O

Use.
count

32
9
9
32
9

Trans.
Val

False
False
False
False

False

Rea.
Genes

s

Rea.
count

1

N

Prob

0.003
0.000
0.000
0.003
0.000
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