CoReTracker report
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Telford

0.956940
0.462642
0.956940
0.956940
0.887447
0.956940
0.956940
0.947928
0.908650
0.776046
0.806873
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0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.036
0.000
0.000



OanguA
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Reassigned
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Tot.
count

68
25
41
71
51
50
65
64
65
53
51

Telford

0.658102
0.202899
0.503627
0.896807
0.965384
0.978113
0.596581
0.543361
0.958402
0.461997
0.965384

Tot.
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12
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7
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6
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