CoReTracker report
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LmeyeA
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LdasiA
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NbaciA
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PcanaA
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Tot.
count

128
50
125
61
42
34
34
75
58
37
50
65
34
97
157
53
157
55
163
56
78
54
51
94
39
39
73
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81
56
127
102
82
37
147
51
147
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Telford

-2.955337
-2.929665
-2.952712
-2.952612
-2.958343
-2.740596
-2.873851
-2.824801
-2.960297
-2.932495
-2.947829
-2.895971
-2.873851
-2.931072
-2.980795
-2.935125
-2.974963
-2.928647
-3.017469
-2.938253
-2.937133
-2.935938
-2.930990
-2.904202
-2.943359
-2.883573
-2.947417
-2.930575
-2.978741
-2.947324
-3.009198
-3.007100
-2.925826
-2.763729
-2.974955
-2.966238
-2.974955
-2.940694
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109
45
101
56
35
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122
50
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31
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Val
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NdelpA
LnothA
SarboA
MingeA
LkluyE
CalaiA
KtherA
KlactA
BcaliA
LkluyC
SpastA
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Clad.
Val
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Reassigned

False
False
False
False
False
False
False
False
False
False

False

Tot.
count

63
59
42
125
35
34
58
68
39
34
53

Telford

-3.020158
-2.949895
-2.888689
-3.017987
-2.881236
-2.807172
-2.964426
-2.994256
-2.894595
-2.873851
-2.861390

Tot.
Genes

Use.
count

51
54
37
95
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31
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60
37
31
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