CoReTracker report

SpombA

CgigaA

CsantA
CtropB
CtropA

BarxA

CsubhA
CsubhB

OanguA

SarboA
KtherA
CnorvA
CviswA
MstarA
CtetrA
ChohiA
LstarA
MfariA
MfariB

CalaiA

CphanA
LanspA
CglabA
ScryoA
CneerA

CsakeA

HuvarA

CjiufA

CzempA

CfrijA
CgallA
PpastA

GTA
GTA
GTC
GTA
GTT
GTT
GTA
GTT
GTA
GTA
GTA
GTT
GTA
GTA
GTT
GTA
GTA
GTT
GTA
GTA
GTA
GTA
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTA
GTA
GTT
GTT
GTA
GTT
GTA
GTA
GTA

Clad.
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Tot.
count

34
26
64
91
32
35
17
12
48
48
51
54
67
69
48
64
66
45
52
46
64
51
43
52
65
32
68
34
34
58
53
54
47
40
41
38
80
112

Telford

-0.136274
-0.034376
-0.293986
-0.241761
-0.104351
-0.100145
-0.128342
-0.181818
-0.253895
-0.253895
-0.189976
-0.127068
-0.201198
-0.137840
-0.122759
-0.059761
-0.200612
-0.077165
-0.105901
-0.206342
-0.038121
-0.019779
-0.016345
-0.041239
-0.116932
-0.165910
-0.167885
-0.171053
-0.026675
0.000893

-0.297108
-0.287285
-0.043990
-0.229535
-0.190286
-0.016774
-0.139980
-0.266503

Tot.
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Use.
count

16
18
40
50
27
30
10
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30
30
35
32
45
53
38
59
42
39
44
23
51
44
37
44
42
19
50
20
32
53
24
22
43
20
27
85
53
70

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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Rea.
Genes
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Rea.
count
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Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.039
0.077
0.051
0.051
0.000
0.000
0.000
0.051
0.000
0.000
0.000
0.000
0.055
0.000
0.000
0.000
0.051
0.051
0.000
0.056
0.000
0.000
0.000
0.000
0.000
0.000
0.055
0.000
0.000
0.000
0.000
0.000



SjapoA
CalbiE
CalbiD
CalbiC
CalbiB
CalbiA
MmagnB
MmagnA
CparaA
CcoryA
CparaC
CparaB
CparaE
CparaD
CparaF
MtetrA
CsaraA
CsuavA

PkluyA

PcanaA

CsalmA

YlipoA

CjadiA

NdelpA
LelonA

CalimA

LkluyD
BcaliA
SoctoA
CbuenA
CdefoA
LdasiA
LkluyF
LkluyE
CchauA
LkluyC
CvartA
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Clad.
Val

False
False
False
False
False
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False
False
False
False
False
False
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False
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False
False
False
False
False
False
False
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Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

19
40
58
68
68
59
37
38
26
68
42
42
42
42
42
62
61
40
126
77
39
93
70
42
84
45
24
36
60
55
73
36
49
73
72
71
71
72
86
71
85

Telford

-0.208845
-0.142519
-0.084965
-0.106129
-0.106129
-0.098273
-0.337089
-0.348201
0.050969

-0.244769
-0.074522
-0.074522
-0.074522
-0.074522
-0.074522
-0.320071
-0.119718
-0.171888
-0.287457
-0.173356
-0.211423
-0.209888
-0.160694
-0.227982
-0.279221
-0.139081
-0.070800
-0.016606
-0.212905
-0.122484
-0.126562
-0.086157
-0.207878
-0.117776
-0.163572
-0.163213
-0.165526
-0.168032
-0.232733
-0.165526
-0.254798

Tot.
Genes

10
10

11
10

11

11

Use.
count

7

31
49
58
58
49
16
16
24
48
37
37
37
37
37
33
52
31
65
59
28
47
47
26
51
37
16
32
35
41
52
30
24
60
46
52
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52
60
51
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Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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False
False
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count
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Prob

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.051
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.056
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.051
0.000
0.051
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LkluyA
CdublA
CorthB
CorthC
CorthA

ClusiA

MguilA
WmucoA
ScereC
ScereA
ScereD
ScereE

DhansA

YlipoB

LnothA
BcustA
CtheaA
MingeA
CmaltA

GTA
GTA
GTA
GTA
GTA
GTA
GTT
GTA
GTT
GTA
GTA
GTA
GTA
GTT
GTA
GTT
GTA
GTA
GTA
GTG
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

71
49
35
33
36
59
56
51
56
59
59
60
59
59
70
42
58
103
36

32

Telford

-0.165526
-0.042054
-0.058874
-0.030656
-0.059972
-0.061434
-0.112110
-0.011175
-0.091513
-0.157425
-0.157425
-0.131093
-0.157425
-0.156866
-0.160694
-0.227982
-0.112681
-0.289634
-0.044817
1.352381

-0.056675

Tot.
Genes
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10
10
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12
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Use.
count

51
42
29
29
30
49
48
47
40
40
40
40
40
46
47
26
45
48
33
0
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Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
count
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Prob

0.051
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.051
0.000
0.000
0.065
0.000
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