
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

Metaseiulus_occidentalis AAG False False 9 -0.604457 5 7 False 1 1 0.000

Halocynthia AAA False False 13 -0.820513 7 10 False 1 1 0.210

Schistosoma AAA False False 11 -1.261682 7 1 False 1 1 0.385

Taenia_crassiceps AAA False False 13 -1.382937 6 1 False 1 1 0.385

Benedenia_hoshinai AAA False False 14 -0.765027 9 1 False 2 2 0.388

Ciona AAG False False 7 -0.841912 6 4 False 1 1 0.000

Fasciola AAA False False 5 -0.273196 4 1 False 1 1 0.399

Tetrancistrum_nebulosi
AAA False False 12 -1.198718 6 0 False 1 1 0.385

AAG False False 30 -0.983775 8 25 False 1 1 0.000

Versteria_mustelae AAA False False 13 -0.864440 5 0 False 2 2 0.489

Caenorhabditis AAA False False 30 -0.926396 10 19 False 2 2 0.210

Haplorchis_taichui AAA False False 14 -0.592322 5 1 False 2 2 0.489
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