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Schistosoma GAT False False 30 -0.742437 8 25 False 1 1 0.000

Echinococcus_equinus GAT False False 39 -0.657162 8 30 False 1 1 0.000

Taenia_crassiceps GAT False False 42 -0.700123 8 32 False 1 1 0.000

Benedenia_hoshinai GAT False False 26 -0.606965 8 21 False 1 1 0.000

Paracentrotus GAC False False 27 -0.628846 7 26 False 1 1 0.000

Fasciola GAT False False 32 -0.654531 8 26 False 1 1 0.000

Trichobilharzia_regenti GAT False False 30 -0.457686 8 22 False 2 2 0.171

Tetrancistrum_nebulosi GAC False False 16 -0.495146 7 14 False 1 1 0.000

Versteria_mustelae GAT False False 36 -0.665708 8 31 False 1 1 0.000

Caenorhabditis GAT False False 34 -0.652009 8 31 False 1 1 0.000
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