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Metaseiulus_occidentalis TTA False False 101 -0.935468 10 92 False 1 1 0

Strigamia_maritima CTT False False 32 -0.886957 11 28 False 1 1 0

Schistosoma TTA False False 105 -0.841448 12 64 False 2 4 0

Taenia_crassiceps TTA False False 120 -0.853897 12 81 False 3 4 0

Aphrocallistes_vastus TTA False False 74 -0.907074 12 61 False 1 1 0

Trichobilharzia_regenti
TTA False False 91 -0.849146 12 58 False 3 4 0

TTG False False 87 -0.919550 11 58 False 2 2 0

Pseudogarypus_banksi
CTT False False 21 -0.827040 8 17 False 1 1 0

TTA False False 122 -1.000629 12 100 False 1 1 0

Benedenia_hoshinai
CTA False False 17 -0.615038 10 12 False 1 1 0

TTG False False 26 -0.743389 9 20 False 1 1 0

Echinococcus_equinus
TTA False False 60 -0.885121 11 43 False 2 2 0

TTG False False 123 -0.863504 12 88 False 2 3 0

Halocynthia TTA False False 110 -0.970930 11 92 False 1 1 0

Haplorchis_taichui
CTT False False 48 -1.027041 11 26 False 1 1 0

TTG False False 71 -0.867004 12 53 False 1 2 0

Fasciola

CTT False False 25 -0.658411 9 14 False 2 2 0

TTA False False 43 -0.846933 10 32 False 1 1 0

TTG False False 127 -0.892584 12 86 False 3 4 0

Caenorhabditis CTT False False 18 -0.678470 9 14 False 1 1 0

Tetrancistrum_nebulosi

CTA False False 23 -0.876667 9 16 False 1 1 0

TTA False False 91 -1.029910 12 64 False 1 1 0

TTG False False 27 -0.882241 9 20 False 1 1 0

Versteria_mustelae TTG False False 107 -0.787244 12 77 False 3 4 0

Euseius_nicholsi TTA False False 113 -0.901832 11 98 False 1 1 0

Ciona TTA False False 116 -0.908549 12 100 False 1 2 0

Trichinella TTA False False 61 -0.950840 11 44 False 1 1 0

Saccoglossus CTT False False 77 -0.929563 11 72 False 1 1 0

Ascidiella_aspersa

CTA False False 21 -0.931204 8 17 False 1 1 0

CTG False False 11 -0.588506 6 10 False 1 1 0

TTG False False 60 -0.926352 11 53 False 1 1 0
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