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Schistosoma
AGT False False 32 -0.363781 10 13 False 1 1 0.000

TCT False False 38 -0.477027 8 14 False 1 1 0.000

Tetrancistrum_nebulosi TCT False False 38 -0.312205 8 16 False 2 2 0.000

Taenia_crassiceps
AGT False False 36 -0.062323 9 17 False 2 2 0.000

TCT False False 44 -0.518475 11 14 False 1 1 0.000

Benedenia_hoshinai TCT False False 53 -0.447927 10 23 False 1 1 0.000

Echinococcus_equinus TCC False False 1 2.333333 1 0 False 1 1 0.178

Fasciola TCT False False 52 -0.477429 10 20 False 1 1 0.000

Trichobilharzia_regenti
AGT False False 45 -0.538462 9 15 False 1 1 0.000

TCT False False 37 -0.203472 8 21 False 2 2 0.000

Versteria_mustelae
AGT False False 37 -0.344780 9 15 False 1 1 0.000

TCT False False 53 -0.558354 11 20 False 1 1 0.000

Trichinella
TCC False False 16 -0.161342 6 8 False 1 1 0.056

TCT False False 19 -0.180593 6 11 False 1 1 0.056

Haplorchis_taichui TCT False False 43 -0.589744 8 15 False 1 1 0.003
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