CoReTracker report
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-0.725508
-0.317437
-0.718609
-0.723864
-0.718609
-0.943056
-0.714368
-0.298617
-0.686801
-0.533930
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-0.364330
-0.412764
-0.718609
-0.718609
0.006285

-0.556600
-0.686801
-0.423659
-0.941311
-0.245785
-0.423659
-0.533930
-0.245785
0.161669

-0.364330
-0.112190
-0.210697
-0.533930
-0.552317
2.540000

-0.300000
2.194175

-0.822778
-0.293440
-0.240506
-0.669939
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0.103
0.002
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