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Taenia_crassiceps GCT False False 34 -0.959368 8 17 False 1 1 0.000

Echinococcus_equinus GCC False False 3 0.241667 2 2 False 1 1 0.013

Caenorhabditis GCA False False 20 -0.731362 6 13 False 1 1 0.000

Benedenia_hoshinai GCC False False 9 -0.609195 6 7 False 1 1 0.000

Ciona GCG False False 2 1.291139 1 1 False 1 1 0.051

Fasciola GCT False False 40 -1.235256 9 20 False 1 1 0.000

Trichobilharzia_regenti GCT False False 36 -1.105674 9 20 False 1 1 0.000

Tetrancistrum_nebulosi GCT False False 36 -1.211538 9 13 False 1 1 0.000

Versteria_mustelae GCT False False 35 -0.952381 9 17 False 1 1 0.000

Euseius_nicholsi GCA False False 15 -0.517949 7 14 False 1 1 0.000

Trichinella GCA False False 19 -0.571819 5 10 False 1 1 0.000

Haplorchis_taichui
GCG False False 16 -0.473684 9 8 False 1 1 0.000

GCT False False 31 -1.052066 7 14 False 1 1 0.000

Lumbricus
GCC False False 23 -0.953177 8 17 False 1 1 0.000

GCG False False 4 0.753165 2 2 False 1 1 0.001
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