CoReTracker report

LmeyeA

SpombA

SpastA

AacerA

CmetaD

CgigaA

CsantA

CtropB

CtropA

WpijpA

BarxA

CoxycA

CsubhA

CsubhB

GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTA
GTC

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

56
46
34
42
62
2

3

34
22
18
35
71
26
64
21
24
91
5

21
67
11
11
32
66
10
10
35
65
29
17
12
16
6

48
49
36
48
49

Telford

2.927613
2.903098
2.221691
2.845048
2.959199
3.206573
2.854430
2.727767
3.141231
2.944590
2.832209
2.818474
2.408266
2.908438
3.010279
2.744417
2.366790
2.511294
2.472795
2.657907
2.943675
3.045120
2.625473
2.656970
2.951696
3.047291
2.643994
2.776749
2.981432
2.813369
1.096970
2.949403
1.950000
2.725697
2.870088
2.810850
2.725697
2.870088

Tot.
Genes
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11
12

Use.
count

44
31
16
23
47
0

2

22
15
16
32
68
18
40
16
19
50
3

12
57
9

8

27
56
8

7

30
50
24
10
3

13
4

30
41
21
30
41

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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Rea.
count

11
10
8

12

-lkl\)OONCDCDHI—‘a
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Prob

0.000
0.002
0.000
0.000
0.000
0.006
0.000
0.000
0.112
0.099
0.000
0.000
0.000
0.001
0.000
0.000
0.001
0.001
0.000
0.000
0.000
0.001
0.000
0.000
0.001
0.001
0.000
0.000
0.000
0.059
0.096
0.045
0.048
0.001
0.000
0.002
0.001
0.000



OanguA

SarboA

CcastA

KtherA

CblacA

CnorvA

CviswA

MstarA

NbaciA

CalbiD

CbohiA

LstarA

MfariA

MfariB

CalaiA

LanspB

CphanA

LanspA

GTG
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTC
GTT
GTA

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

36
51
.

54
67
32
68
30
69
33
8

20
57
48
64
40
66
50
56
2

38
58
44
52
60
46
2

62
64
52
51
63
43
52
61
2

40
65
1

46
69

Telford

2.810850
2.757330
3.026798
2.314402
2.872095
2.780406
2.934930
2.792095
2.853173
3.006405
2.736364
2.971805
2.802797
2.823877
2.749323
2.754345
2.626014
2.481397
2.914015
3.098592
2.726658
2.735315
2.765789
2.813794
2.883004
2.195532
3.436620
2.516134
2.684735
2.908188
2.744960
2.949567
2.632491
2.665053
2.927604
2.882629
2.927396
2.451045
3.800000
2.723098
2.956906

Tot.
Genes

11
10
5
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[
[N

10
10
10
12

10

10
11

Use.
count

21
35
6

32
45
27
49
21
53
23
7

16
39
38
59
35
42
32
38
1

28
49
37
44
56
23
0

36
51
44
44
53
37
44
47
1

27
42
0

33
50

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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Rea.
count

11
11
1
10
17
3
17
7
13
9
1
4
13

Prob

0.002
0.003
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.045
0.054
0.001
0.000
0.000
0.000
0.001
0.000
0.000
0.004
0.000
0.000
0.000
0.000
0.000
0.000
0.321
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.004
0.000
0.000
0.134
0.000
0.000



CsojaA

CglabA

ScryoA

CneerA

CsakeA

HuvarA

CjiufA

KlactA

CzempA

CmetaB

CmetaC

CmetaA

CmetaF

CfrijA

CgallA

GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTG
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

32
44
28
68
29
41
4

4

34
34
8

3

58
58
50
53
54
57
1

4

47
70
1

29
40
1

41
35
71
35
71
35
71
35
71
38
1

57
80
6

32

Telford

2.866485
2.705725
2.820674
2.815101
2.749504
2.432881
2.514423
2.480583
2.206327
2.769021
2.929293
3.238854
2.787101
2.772581
2.915697
2.251841
1.929775
2.801528
3.363636
3.169412
2.774495
2.893402
3.650000
2.964072
2.119604
3.918182
2.242844
2.832209
2.818474
2.832209
2.818474
2.832209
2.818474
2.832209
2.818474
2.860218
3.500000
2.747794
2.503294
2.140962
2.924491

Tot.
Genes
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10

10

10

10

10

Use.
count

19
39
24
50
20
20
0

2

20
32
7

2

52
53
44
24
22
51
0

3

43
49
0

21
20
0

27
32
68
32
68
32
68
32
68
35
0

53
53
2

22

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

S Pk O N P PN DN DN DN DN DNDNDNDNDND DR W, 00W R, 00 00 WWwW W R, R, W, R, 000w N O

Rea.
count

11
2
3
13
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Prob

0.002
0.000
0.000
0.002
0.000
0.000
0.020
0.000
0.000
0.000
0.000
0.014
0.000
0.000
0.000
0.000
0.002
0.000
0.180
0.001
0.000
0.000
0.052
0.000
0.000
0.043
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.177
0.000
0.000
0.013
0.003



CmetaE

PpastA

SjapoA

CalbiE

CtetrA

CalbiC

CalbiB

CalbiA

MmagnB

MmagnA

CparaA

CcoryA

CparaC

CparaB

CparaE

CparaD

GTA
GTT
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

35
71
112

24
19

44
40
24
60

45
68
43
68
43
59
42
47

37
49
45

38
49
26
56
65

68
42
69
42
69
42
69
42
69

Telford

2.832209
2.818474
2.636372
3.175610
2.838619
1.999017
2.304348
2.513761
2.717093
2.657884
2.718051
2.186047
2.928806
2.803825
2.756054
2.744429
2.756054
2.744429
2.750777
2.738222
2.790974
3.250000
2.645123
2.538527
2.770899
3.250000
2.671367
2.536824
2.687447
2.820176
2.940589
2.656766
2.918769
2.769175
2.803194
2.769175
2.803194
2.769175
2.803194
2.769175
2.803194

Tot.
Genes

11

10

11

10

10

11

12

11

12

11

11

10

10

10

10

Use.
count

32
68
70
0

13
7

1

25
31
19
51
2

7

39
58
37
58
37
49
36
31
2

16
27
30
2

16
27
24
53
43
2

48
37
66
37
66
S
66
37
66

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False
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Rea.
count

3
2
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[EEY
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Prob

0.000
0.000
0.001
0.035
0.030
0.000
0.000
0.034
0.000
0.000
0.000
0.001
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.001
0.011
0.001
0.001
0.003
0.011
0.012
0.001
0.000
0.000
0.001
0.011
0.001
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000



CparaF

MtetrA

CsaraA

CsuavA

PkluyA

PcanaA

YlipoB

YlipoA

CjadiA

AgossB

NdelpA

LelonA

LkluyF

CalimA

LkluyD

BcaliA

SoctoA

GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTG
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTC
GTG
GTT
GTA
GTT
GTA
GTC

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

42
69
39
28
62
22
61
5
77
3
40
126

15
77
39
70
42
70
42
84
45
52
32
69
24
81
36
71

34
60
55
73

32
73
36
32

Telford

2.769175
2.803194
2.530477
2.597922
2.485942
1.979789
2.716508
3.080374
2.753923
3.269504
2.849531
2.552577
3.209375
2.989761
2.789015
2.944721
2.499857
2.806744
2.499857
2.806744
2.774198
2.568231
2.897633
2.905921
2.828955
2.730400
2.740333
2.801013
2.918310
2.793427
2.901164
2.334566
2.823518
2.860026
3.786408
2.537975
2.933556
2.811680
2.722839
2.488225
1.651765

Tot.
Genes

8
10
9
11
11
9
9
3
12
3
10
13
2
7
11
9
10
10
10

10
10

Use.
count

37
66
20
11
33
12
52
3

53
2

31
65
2

13
59
28
a7
26
a7
26
51
37
39
25
53
16
65
32
51
1

25
35
41
52
0

1

23
53
30
14
1

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes
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Rea.
count

3
1
11
11
16
4
5
2

Prob

0.000
0.000
0.001
0.022
0.001
0.000
0.000
0.025
0.003
0.010
0.000
0.001
0.011
0.000
0.000
0.001
0.000
0.001
0.000
0.001
0.011
0.011
0.002
0.000
0.000
0.000
0.000
0.000
0.000
0.004
0.000
0.000
0.000
0.000
0.043
0.000
0.000
0.003
0.000
0.002
0.024



LkluyB

ChuenA

CdefoA

LdasiA

CpseuA

LkluyE

CchauA

LkluyC

CvartA

LkluyA

CdublA

CorthB

CorthC

CorthA

ClusiA

MguilA

GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTC
GTT
GTA
GTT
GTA
GTT
GTA
GTC

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

49
27
1

6

41
73
72
3

41
71
32
9

11
72
1

33
86
5

46
71
2

34
85
1

39
71
2

34
49
47
35
73
33
2

73
36
72
59
56
51
1

Telford

2.386115
2.937689
3.500000
2.889394
2.811057
2.770563
2.466821
2.914286
2.786911
2.913247
2.886861
2.660606
2.868486
2.901717
3.786408
2.952604
2.827031
3.097222
2.882873
2.918310
2.793427
2.901164
2.793844
2.862745
2.805889
2.918310
2.793427
2.901164
2.670036
2.796584
2.826824
2.800874
2.811159
3.077273
2.800874
2.813947
2.807098
2.693874
2.866422
2.726601
3.165049

Tot.
Genes

U S S S o))

Use.
count

24
18
0

)

37
60
46
1

29
52
22
8

9

52
0

23
60
4

30
51
1

25
57
0

31
51
1

25
42
41
29
71
29
0

71
30
70
49
48
47
0

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

PN DM DN P W R P WREr WWN DR AR N DR DN PR NN P MR P DN®ON PR OO R R P RO

Rea.
count
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Prob

0.034
0.056
0.261
0.049
0.000
0.000
0.000
0.013
0.003
0.000
0.002
0.041
0.043
0.000
0.043
0.000
0.001
0.001
0.001
0.000
0.004
0.000
0.003
0.252
0.000
0.000
0.004
0.000
0.000
0.000
0.000
0.000
0.073
0.495
0.075
0.000
0.000
0.000
0.000
0.000
0.199



WmucoA

ScereC

ScereA

ScereD

ScereE

DhansA

CsalmA

LnothA

BcustA

CtheaA

AgossA

MingeA

ScastA

CmaltA

KmarxA

GTT
GTA
GTG
GTT
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTC
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTT
GTA
GTT
GTA
GTG
GTT
GTA
GTG
GTT
GTA
GTT

Clad.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Tot.
count

53
63
1
56
59
5
30
59
5
32
60
5
32
59
4
32
55
2
59
33
93
58
41
103
38
36

72
50
34
54
58
69

26
81

32
21
10

Telford

2.828699
2.776796
3.715686
2.719385
2.792315
3.208333
2.917884
2.792315
3.136449
2.893520
2.692896
3.136449
2.893520
2.792315
3.258824
2.893520
2.879244
3.227273
2.813374
2.048990
2.392788
2.853482
2.971818
2.486797
2.632791
2.760517
3.121118
2.830336
2.867759
2.949858
2.663861
2.535209
2.779831
2.933333
2.850970
2.889119
2.076364
2.703086
2.950628
2.748182

Tot.
Genes

10
9

S
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10

11

12

11

10

11

10
12

Use.
count

47
47
0

40
40
4

24
40
3

25
40
3

25
40
5

25
50
1

46
22
47
45
27
48
28
33
2

67
39
25
31
40
47
1

21
71
1

25
15
-

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False

Rea.
Genes

o A © N O P W W RFEr O PFE DO, DO 00 W
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