
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

Pseudogarypus_banksi CAT False False 37 0.058205 8 35 False 1 1 0.000

Schistosoma CAT False False 36 -0.001433 7 31 False 1 1 0.000

Echinococcus_equinus CAT False False 36 -0.035125 6 30 False 1 1 0.000

Taenia_crassiceps CAT False False 39 0.002642 7 32 False 1 1 0.000

Myxine CAT False False 21 0.094697 6 20 False 1 1 0.000

Fasciola CAT False False 37 -0.041115 7 31 False 1 1 0.000

Tetrancistrum_nebulosi CAT False False 28 0.029439 7 24 False 1 1 0.000

Versteria_mustelae CAT False False 40 -0.052869 7 32 False 1 1 0.000

Ascidiella_aspersa CAT False False 26 0.001002 7 24 False 1 1 0.000

Caenorhabditis CAT False False 36 0.110870 8 33 False 1 1 0.051

Haplorchis_taichui
CAC False False 7 0.393382 4 5 False 1 1 0.000

CAT False False 33 -0.056294 7 28 False 1 1 0.000


	CoReTracker report

