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Metaseiulus_occidentalis

CTC False False 9 0.720798 6 7 False 1 1

CTT False False 20 0.467949 8 19 False 1 1

TTA False False 101 0.164356 10 92 False 1 1

TTG False False 22 0.307250 7 18 False 1 1

Paracentrotus
CTA False False 79 0.416155 12 75 False 3 3

CTT False False 46 0.212291 11 41 False 1 1

Aphrocallistes_vastus

CTA False False 87 0.263420 12 80 False 2 3

CTC False False 20 0.558376 9 16 False 2 2

CTT False False 25 0.469325 9 23 False 1 1

TTA False False 74 0.190014 12 61 False 3 3

Schistosoma

CTA False False 12 0.665953 6 9 False 1 1

CTG False False 5 0.155000 4 3 False 1 1

TTA False False 105 0.253242 12 64 False 7 9

TTG False False 50 0.121414 12 36 False 3 3

Fasciola

CTG False False 5 1.303030 5 4 False 1 1

CTT False False 25 0.050568 9 14 False 1 1

TTG False False 127 0.337565 12 86 False 6 11

Trichobilharzia_regenti

CTT False False 12 0.523504 6 10 False 1 1

TTA False False 91 0.217744 12 58 False 4 6

TTG False False 87 0.519669 11 58 False 6 9

Versteria_mustelae

CTA False False 5 1.541237 3 3 False 2 2

CTT False False 14 0.567766 6 9 False 2 2

TTA False False 73 0.446510 10 54 False 4 7

TTG False False 107 0.096859 12 77 False 3 3

Euseius_nicholsi
CTT False False 20 0.418694 8 17 False 1 1

TTA False False 113 0.217824 11 98 False 3 6

Patiria

CTA False False 69 0.224535 12 64 False 2 2

CTG False False 10 0.837563 6 8 False 1 1

TTA False False 44 0.513059 12 42 False 1 2

Haplorchis_taichui

CTA False False 8 0.782051 8 6 False 1 1

CTT False False 48 0.607105 11 26 False 5 6

TTA False False 52 0.325627 10 36 False 3 4

TTG False False 71 0.213227 12 53 False 2 3

Lumbricus

CTA False False 66 0.179736 12 62 False 1 1

CTT False False 45 0.305682 11 40 False 1 2

TTA False False 46 0.226615 11 44 False 1 1

Halocynthia

CTT False False 14 0.302920 7 10 False 1 1

TTA False False 110 0.240698 11 92 False 5 5
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TTG False False 71 0.224188 12 62 False 1 1

Limulus TTA False False 71 0.268555 11 67 False 2 2

Echinococcus_equinus

CTT False False 11 0.368545 5 8 False 1 1

TTA False False 60 0.517592 11 43 False 4 6

TTG False False 123 0.110695 12 88 False 3 6

Caenorhabditis

CTC False False 1 3.487179 1 0 False 1 1

TTA False False 121 0.303886 12 96 False 4 8

TTG False False 34 0.254902 11 30 False 1 1

Axinella

CTA False False 16 0.394904 7 15 False 1 1

CTG False False 5 0.637755 4 4 False 1 1

TTA False False 133 0.286264 12 127 False 2 2

TTG False False 35 0.079330 11 33 False 1 1

Terebratulina

CTA False False 70 0.443510 11 66 False 3 4

CTG False False 19 0.310067 7 17 False 1 1

CTT False False 52 0.275556 10 49 False 2 2

Suberites_domuncula
CTT False False 21 0.514634 8 20 False 1 1

TTA False False 124 0.317028 12 116 False 3 4

Bfloridae

CTA False False 26 0.488867 9 24 False 1 1

CTT False False 21 0.354994 6 18 False 1 1

TTA False False 65 0.362369 9 61 False 2 2

Katharina
CTC False False 17 0.170118 6 16 False 1 1

TTA False False 108 0.251663 12 102 False 2 2

Geodia

CTT False False 15 0.383701 6 13 False 1 1

TTA False False 133 0.240723 12 128 False 1 2

TTG False False 36 0.345801 11 31 False 3 3

Metridium

CTT False False 33 0.341276 10 28 False 2 2

TTA False False 121 0.250318 12 117 False 1 1

TTG False False 32 0.403481 10 30 False 2 2

Balanoglossus
CTA False False 68 0.349511 11 63 False 2 3

CTC False False 68 0.309595 11 61 False 2 2

Tetrancistrum_nebulosi

CTA False False 23 0.478889 9 16 False 3 3

CTT False False 28 0.059798 8 20 False 1 1

TTA False False 91 0.589729 12 64 False 6 10

Strigamia_maritima

CTA False False 59 0.142732 10 56 False 1 1

CTT False False 32 0.117787 11 28 False 1 1

TTA False False 71 0.369005 12 68 False 2 2

Trichinella

CTA False False 64 0.164107 8 49 False 2 3

CTC False False 20 0.572165 8 14 False 4 4

CTT False False 17 -0.173193 9 10 False 1 1

TTA False False 61 0.297479 11 44 False 4 4

TTG False False 32 -0.003150 5 26 False 1 1
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Amphimedon_queenslandica
CTG False False 10 0.757732 6 7 False 2 2

TTA False False 92 0.249513 12 84 False 3 3

Acropora

CTA False False 19 0.331978 7 18 False 1 1

CTG False False 6 0.642553 6 5 False 1 1

CTT False False 27 0.344665 10 24 False 1 1

TTA False False 88 0.141490 12 81 False 1 1

Pseudogarypus_banksi

CTC False False 7 0.395604 5 4 False 1 1

CTT False False 21 0.043849 8 17 False 1 1

TTA False False 122 0.342414 12 100 False 4 5

Benedenia_hoshinai

CTA False False 17 -0.079699 10 12 False 1 1

CTC False False 6 0.659574 5 5 False 1 1

CTT False False 20 0.565051 10 17 False 2 2

TTA False False 124 0.356048 12 86 False 5 11

TTG False False 26 0.016650 9 20 False 1 1

Myxine

CTA False False 43 0.386068 10 37 False 2 3

CTC False False 38 0.360135 10 32 False 3 3

CTG False False 11 0.493088 6 9 False 1 1

CTT False False 45 0.276218 11 43 False 1 1

TTA False False 66 0.412355 12 63 False 2 2

Drosophila
TTA False False 192 0.298096 12 187 False 2 3

TTG False False 7 0.917266 6 6 False 1 1

Ciona
TTA False False 116 0.187762 12 100 False 3 4

TTG False False 19 -0.084125 6 15 False 1 1

Epigonichthys

CTA False False 29 0.340669 10 27 False 2 2

TTA False False 99 0.371792 12 93 False 4 4

TTG False False 46 0.295480 10 44 False 1 1

Daphnia
CTC False False 23 0.451111 9 20 False 2 2

CTT False False 51 0.251893 11 50 False 1 1

Taenia_crassiceps
TTA False False 120 0.166702 12 81 False 4 7

TTG False False 63 0.371184 11 47 False 4 5

Homo

CTA False False 96 0.223674 11 95 False 1 1

CTC False False 53 0.425409 11 49 False 3 3

CTG False False 16 0.543269 7 15 False 1 1

TTA False False 28 0.495438 10 26 False 2 2

Ascidiella_aspersa

CTA False False 21 0.380835 8 17 False 1 1

TTA False False 46 0.213969 10 37 False 2 3

TTG False False 60 0.134525 11 53 False 1 1

Blanceolatum

CTA False False 27 0.438662 8 26 False 1 1

TTA False False 66 0.493130 8 61 False 2 3

TTG False False 32 0.254517 8 30 False 1 1

Saccoglossus CTA False False 41 0.264339 10 39 False 1 1
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CTC False False 33 0.315911 10 30 False 2 2

CTG False False 6 0.979167 5 5 False 1 1

CTT False False 77 0.244709 11 72 False 1 1
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