CoReTracker report

HuvarA
CsantA
CzempA
SoctoA
PkluyA
ScryoA

GGT
GGT
GGA
GGG
GGA
GGT

Clad.
Val

False
False
False
False
False

False

Reassigned

False
False
False
False
False

False

Tot.
count

75
107
34

143
72

Telford

-2.572189
-2.535700
-2.651553
-1.730210
-2.603769
-2.481452

Tot.
Genes

6
13
6
S
13
6

Use.
count

64
93
31
5
125
61

Trans.
Val

False
False
False
False
False
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Prob

0.051
0.000
0.000
0.000
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0.000
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