CoReTracker report
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Tot.
count

64
62
65
53
63
56
36
56
62
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41
43
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Telford

-0.316944
-0.289144
-0.409570
-0.718897
-0.446715
-0.262725
-0.243057
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-0.298114
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-0.260981

Tot.
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Use.
count

57
56
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Val
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Prob

0.000
0.000
0.000
0.000
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0.000
0.000
0.000
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0.000
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0.041
0.000
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