CoReTracker report

CnorvA
LmeyeA
PpastA

MstarA

ScastA
AgossA
LkluyF
SjapoA
LkluyD
NbaciA
CvartA
LkluyA
MmagnB
MmagnA
LstarA
WmucoA
CsantA
MtetrA
CsuavA
PkluyA
CalaiA
PcanaA
WpijpA
LanspB
LanspA
LdasiA
CsalmA
BcustA
CjadiA
AgossB

SoctoA

LkluyC
OanguA
ScryoA
LnothA

MingeA
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Tot.
count

128
66
125
40
127
7
78
80
58
78
68
65
80
157
157
92
55
109
163
78
80
108
124
73
69
59
55
110
71
82
75
68
50
80
107
78
57
41

Telford

-0.916141
-0.882122
-0.923361
-1.028341
-0.820339
-0.935431
-0.935943
-0.935314
-1.069028
-0.885588
-1.116669
-0.916501
-0.935314
-0.928271
-0.916407
-0.905041
-0.909315
-1.060668
-0.926394
-0.967544
-0.962106
-0.871330
-0.932269
-0.871099
-0.883424
-0.788346
-0.813477
-1.018064
-1.099144
-0.922154
-0.954749
-1.007851
-0.931359
-0.935314
-0.883130
-0.876530
-0.824727
-1.000493
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count
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97
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68
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Val
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LkluyE
KtherA
KlactA
BcaliA

SpombA

TTT
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TTT
TTT
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Clad.
Val

False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False

False

Tot.
count

125
79
58
46
115
76
43

Telford

-0.854549
-0.927160
-0.824230
-0.892449
-0.920539
-0.966537
-1.109504

Tot.
Genes

13

Use.
count

95
71
52
40
98
52
28

Trans.
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[ I S S N T =

Rea.
count

T

Prob

O O O o o o o



	CoReTracker report

