
CoReTracker report

Clad.
Val

Reassigned
Tot.

count
Telford

Tot.
Genes

Use.
count

Trans.
Val

Rea.
Genes

Rea.
count

Prob

Metaseiulus_occidentalis
AGC False False 5 -1.530928 3 1 False 1 1 0

TCT False False 39 -1.371391 9 29 False 2 2 0

Strigamia_maritima TCT False False 29 -1.666958 8 25 False 1 1 0

Paracentrotus TCG False False 4 -0.718750 3 2 False 1 1 0

Limulus TCA False False 28 -1.402574 8 25 False 2 2 0

Trichobilharzia_regenti AGT False False 45 -1.533937 9 15 False 2 2 0

Echinococcus_equinus TCT False False 41 -1.751733 10 18 False 1 1 0

Taenia_crassiceps
AGT False False 36 -1.803824 9 17 False 2 2 0

TCT False False 44 -1.702053 11 14 False 1 1 0

Benedenia_hoshinai

AGC False False 12 -1.202128 6 6 False 1 1 0

AGT False False 33 -1.623256 9 14 False 1 1 0

TCC False False 7 -0.322464 6 1 False 1 1 0

TCT False False 53 -1.783028 10 23 False 1 1 0

Drosophila TCT False False 31 -1.639640 9 26 False 1 1 0

Schistosoma TCG False False 6 -0.751073 3 2 False 1 1 0

Ciona
AGT False False 27 -1.673934 8 21 False 1 1 0

TCA False False 26 -1.174384 9 17 False 2 2 0

Fasciola TCT False False 52 -1.708538 10 20 False 1 1 0

Pseudogarypus_banksi
TCA False False 30 -1.083976 10 16 False 1 1 0

TCT False False 43 -1.510119 11 28 False 1 1 0

Versteria_mustelae

AGT False False 37 -1.820742 9 15 False 1 1 0

TCG False False 7 -0.789091 6 2 False 1 1 0

TCT False False 53 -1.544794 11 20 False 1 1 0

Saccoglossus TCA False False 29 -1.613757 8 26 False 1 1 0

Halocynthia AGT False False 32 -1.811548 10 21 False 1 1 0

Trichinella
AGT False False 12 -1.656118 6 7 False 1 1 0

TCA False False 22 -1.241259 9 13 False 1 1 0

Caenorhabditis TCA False False 19 -1.429549 8 10 False 1 1 0

Haplorchis_taichui AGT False False 21 -1.691554 9 10 False 1 1 0
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