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Halocynthia AGA False False 29 -2.884752 10 0 False 2 2 0.020

Schistosoma

AGA False False 18 -1.750712 6 0 False 1 1 0.002

AGG False False 17 -1.811377 9 0 False 1 1 0.000

CGG False False 4 -0.900000 4 3 False 1 1 0.000

CGT False False 20 -1.807939 7 17 False 1 1 0.000

Trichobilharzia_regenti CGT False False 25 -1.853211 8 21 False 1 1 0.000

Taenia_crassiceps CGT False False 26 -1.943249 7 22 False 1 1 0.000

Benedenia_hoshinai CGT False False 22 -1.967555 7 17 False 1 1 0.000

Echinococcus_equinus CGT False False 23 -1.946548 8 19 False 1 1 0.000

Limulus AGA False False 7 -1.326087 4 0 False 1 1 0.001

Fasciola CGT False False 22 -1.863899 7 17 False 1 1 0.000

Tetrancistrum_nebulosi CGC False False 3 -0.525424 3 2 False 1 1 0.006

Versteria_mustelae CGA False False 3 -0.550000 2 2 False 1 1 0.013

Euseius_nicholsi AGG False False 5 -1.279793 3 0 False 1 1 0.000

Trichinella AGA False False 32 -1.680868 7 0 False 2 2 0.021

Bfloridae CGA False False 11 -1.367580 6 10 False 1 1 0.057

Haplorchis_taichui CGG False False 12 -1.813163 7 8 False 1 1 0.000
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