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Tot.
count

286
337
5
23
9
888
23
166
307
15
153
15
157
312
354
352
343

Telford

-2.902377
-2.899168
-0.299435
-2.657283
-2.351418
-2.907057
-0.813439
-2.746100
-2.908290
-1.146139
-2.701130
-1.146139
-2.771476
-2.895007
-2.905193
-2.916837
-2.912476

Tot.
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13
12
2
9
6

13
13
13
13

Use.
count

273
320
0
22
8
321
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292
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334
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Val
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False
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Prob

0.051
0.000
0.355
0.061
0.000
0.000
0.056
0.035
0.000
0.001
0.000
0.001
0.000
0.000
0.000
0.000
0.000



	CoReTracker report

