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Schistosoma ATG False False 39 0.665791 9 11 False 1 1 0.000

Echinococcus_equinus ATG False False 36 0.981455 11 10 False 2 2 0.113

Taenia_crassiceps ATG False False 34 1.111952 9 10 False 2 2 0.109

Fasciola ATG False False 38 1.125509 8 11 False 1 1 0.002

Caenorhabditis ATG False False 14 1.014467 7 3 False 1 1 0.064

Homo ATG False False 5 2.206186 3 2 False 1 1 0.000

Versteria_mustelae ATG False False 32 0.789558 9 10 False 1 1 0.000

Haplorchis_taichui ATG False False 40 1.069166 9 11 False 1 1 0.002
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