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CjadiA ACT False False 35 0.021860 10 26 False 1 1 0.055

CnorvA ACA False False 56 -0.019510 11 45 False 1 1 0.000

LmeyeA ACA False False 48 -0.030856 7 44 False 1 1 0.000

CgallA ACA False False 73 -0.043103 12 47 False 4 4 0.000

CdefoA ACA False False 78 -0.076787 12 52 False 4 4 0.000

PpastA
ACA False False 87 0.207363 12 73 False 3 4 0.000

ACT False False 20 0.251285 6 17 False 2 2 0.000

LdasiA ACA False False 43 -0.075206 7 39 False 1 1 0.000

CpseuA ACT False False 9 0.361616 1 8 False 1 1 0.100

LkluyF ACA False False 41 0.028129 7 36 False 1 1 0.000

LkluyE ACA False False 41 0.028129 7 36 False 1 1 0.000

LkluyD ACA False False 41 0.029536 7 36 False 1 1 0.000

SpombA
ACA False False 23 0.408847 6 13 False 1 1 0.000

ACT False False 36 -0.130751 6 25 False 1 1 0.000

CvartA ACT False False 53 -0.043578 10 41 False 1 1 0.000

LkluyA ACA False False 41 0.028129 7 36 False 1 1 0.000

CorthB ACA False False 47 0.132192 9 44 False 1 1 0.055

CorthC ACA False False 48 0.142762 9 45 False 1 1 0.055

CorthA ACA False False 47 0.132192 9 44 False 1 1 0.055

ClusiA ACT False False 64 -0.069827 11 59 False 1 1 0.051

CphanA ACA False False 81 0.005352 13 55 False 4 4 0.000

CzempA ACT False False 33 -0.045003 5 21 False 2 2 0.000

NbaciA ACT False False 40 0.210337 6 35 False 2 2 0.000

AacerA ACA False False 14 0.235060 2 13 False 1 1 0.033

MmagnB
ACA False False 89 -0.111687 11 65 False 3 4 0.000

ACT False False 26 0.146362 10 18 False 2 2 0.000

ScereC ACA False False 38 -0.061343 7 33 False 1 1 0.000

MmagnA
ACA False False 90 -0.116885 11 65 False 3 4 0.000

ACT False False 26 0.170469 10 19 False 2 2 0.000

LstarA ACA False False 37 -0.123178 8 25 False 2 2 0.000

MguilA ACT False False 50 -0.022934 12 46 False 1 1 0.055

SpastA ACT False False 31 0.263372 6 29 False 2 2 0.000

CalimA
ACA False False 84 -0.154510 12 58 False 3 3 0.000

ACT False False 31 0.036419 10 20 False 1 1 0.000

CsantA

ACA False False 56 -0.154175 13 35 False 1 1 0.000

ACG False False 5 -0.522158 3 0 False 1 1 0.002

ACT False False 54 0.196891 11 37 False 3 3 0.000

MtetrA ACA False False 63 -0.078444 11 41 False 3 4 0.000
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ACC False False 9 0.250000 5 7 False 1 1 0.000

ACT False False 29 -0.064032 9 24 False 1 1 0.000

ScereA ACA False False 38 -0.061343 7 33 False 1 1 0.000

CsuavA ACA False False 64 -0.049819 13 54 False 1 1 0.000

PkluyA
ACA False False 99 0.110158 11 80 False 3 3 0.000

ACT False False 13 0.162458 6 10 False 1 1 0.000

ScryoA ACT False False 37 0.197828 6 23 False 2 3 0.000

CcastA ACT False False 35 0.205533 6 29 False 3 3 0.000

BarxA
ACA False False 15 0.053333 1 8 False 1 1 0.044

ACT False False 10 0.475410 1 7 False 1 1 0.036

LanspB ACA False False 45 -0.035249 7 41 False 1 1 0.000

CoxycA ACA False False 10 0.459927 1 8 False 1 1 0.036

LanspA ACA False False 40 -0.005762 7 38 False 1 1 0.000

MstarA ACT False False 55 -0.014024 10 44 False 2 2 0.000

YlipoB
ACA False False 70 -0.163855 12 46 False 3 3 0.000

ACT False False 47 -0.133720 11 32 False 1 1 0.000

YlipoA
ACA False False 70 -0.163855 12 46 False 3 3 0.000

ACT False False 47 -0.133720 11 32 False 1 1 0.000

CsalmA

ACA False False 37 -0.287978 10 24 False 1 1 0.000

ACG False False 2 1.363636 2 1 False 1 1 0.045

ACT False False 70 -0.114767 10 44 False 1 2 0.000

LnothA ACA False False 42 -0.057477 7 38 False 1 1 0.000

AgossB ACA False False 21 0.075827 6 18 False 1 1 0.056

CsubhA ACG False False 21 0.106161 11 17 False 1 1 0.060

BcustA
ACA False False 61 0.010072 11 43 False 2 2 0.000

ACT False False 58 0.090520 9 44 False 3 4 0.000

CsubhB ACG False False 21 0.106161 11 17 False 1 1 0.060

SoctoA ACT False False 39 0.055338 6 24 False 1 2 0.000

CtheaA ACA False False 39 0.096218 8 38 False 1 1 0.055

OanguA
ACA False False 51 0.068149 10 38 False 1 2 0.000

ACT False False 60 -0.145230 11 46 False 2 2 0.000

LelonA ACA False False 51 0.026813 10 48 False 1 1 0.000

CneerA ACT False False 53 0.032611 11 50 False 1 1 0.000

AgossA ACA False False 20 0.037126 6 17 False 1 1 0.056

SarboA ACA False False 36 -0.018400 7 32 False 1 1 0.000

HuvarA ACT False False 35 0.207821 6 17 False 2 2 0.000

MingeA
ACA False False 67 -0.091267 10 50 False 1 1 0.000

ACT False False 44 -0.209236 10 34 False 1 1 0.000

CjiufA ACA False False 50 0.056240 10 48 False 1 1 0.055

SjapoA ACT False False 58 0.020581 6 32 False 3 5 0.000

KtherA ACA False False 42 -0.021067 7 40 False 1 1 0.000
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KlactA ACA False False 46 0.065814 6 41 False 1 2 0.000

BcaliA ACA False False 50 -0.060999 10 41 False 1 1 0.000

LkluyC ACA False False 41 0.028129 7 36 False 1 1 0.000
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