CoReTracker report
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MmagnB
CphanA
CgallA
MmagnA
CdefoA
LstarA
MstarA
YlipoB
YlipoA
CalimA
CsantA
MtetrA
CsalmA
CzempA
BcustA

MingeA

ACA
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ACT
ACA
ACT
ACT
ACT
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Clad.
Val

False
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False
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False

Reassigned

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
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False

Tot.
count

21
35
26
85
44
26
39
37
55
a7
a7
31
56
17
70
32
58
44

Telford

-1.241059
-1.276730
-1.208782
-0.962188
-0.997343
-1.209643
-1.032826
-1.044267
-1.097154
-1.107169
-1.107169
-1.135053
-1.136117
-0.809599
-1.146718
-0.923239
-1.181234
-1.065273

Tot.
Genes

10

11
10
11

10
11
11
10
13

10

10

Use.
count

11
17
18
24
32
19
26
25
44
32
32
20
35
11
44
21
44
34

Trans.
Val

False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False
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