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MingeA TTA False False 335 -2.808293 13 283 False 1 1 0.000

BcustA TTA False False 318 -2.769448 13 274 False 1 1 0.000

CphanA TTA False False 333 -2.799211 13 281 False 1 1 0.000

CgallA TTA False False 312 -2.795835 13 263 False 1 1 0.000

MmagnA CTA False False 115 -2.795054 13 102 False 1 1 0.000

CdefoA TTA False False 318 -2.789179 13 268 False 1 1 0.000

HuvarA TTA False False 166 -2.695712 6 122 False 1 1 0.000

MstarA TTA False False 333 -2.814556 13 285 False 1 1 0.000

YlipoB TTA False False 317 -2.799069 13 266 False 1 1 0.000

YlipoA TTA False False 317 -2.799069 13 266 False 1 1 0.000

CalimA TTA False False 324 -2.792010 13 275 False 1 1 0.000

LstarA TTG False False 3 0.836066 3 2 False 1 1 0.023

NbaciA TTA False False 186 -2.825856 7 173 False 1 1 0.000

CvartA CTT False False 10 -2.094258 5 8 False 1 1 0.000

MmagnB CTA False False 115 -2.803784 13 103 False 1 1 0.000

MtetrA CTA False False 69 -2.722734 12 60 False 1 1 0.000

CalaiA TTA False False 304 -2.848973 11 286 False 1 1 0.000
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