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Metaseiulus_occidentalis
AGA False False 21 0.284680 9 0 True 3 4 0.361

AGG True True 5 0.845745 3 0 True 2 2 0.886

Halocynthia
AGA True True 29 3.726950 10 0 True 9 24 0.997

AGG True True 31 3.900412 9 0 True 8 26 0.997

Schistosoma

AGA False False 18 0.044160 6 0 True 4 4 0.068

AGG False False 17 -0.384731 9 0 True 1 1 0.045

CGC False False 2 0.285714 2 1 False 1 1 0.242

Taenia_crassiceps
AGA False False 12 -0.492537 7 2 True 2 2 0.002

CGT False False 26 -1.666341 7 22 False 2 2 0.000

Aphrocallistes_vastus
AGA True True 32 1.329337 8 0 True 6 12 0.993

AGG True True 1 3.875000 1 0 True 1 1 0.955

Pseudogarypus_banksi AGA False False 30 -0.375000 9 0 True 3 3 0.098

Echinococcus_equinus

AGG False False 16 0.988942 9 0 True 5 5 0.274

CGC False False 1 3.350000 1 0 False 1 1 0.297

CGT False False 23 -1.630290 8 19 False 2 2 0.108

Caenorhabditis
AGA False False 45 -0.129325 9 0 True 4 5 0.109

AGG False False 15 -0.440273 7 0 True 1 1 0.105

Benedenia_hoshinai
AGA False False 7 -0.184783 5 0 True 1 1 0.002

CGT False False 22 -1.607184 7 17 False 2 2 0.000

Ciona
AGA True True 78 3.990089 11 0 True 11 66 0.993

AGG True True 25 3.826844 10 0 True 10 22 0.997

Fasciola

AGG False False 12 0.074468 7 0 True 2 2 0.005

CGC False False 3 -0.186441 3 2 False 1 1 0.020

CGG False False 7 -1.418182 6 6 False 1 1 0.001

Terebratulina
AGA False False 8 -0.003185 5 0 True 1 1 0.004

AGG False False 4 0.231250 4 0 True 1 1 0.003

Tetrancistrum_nebulosi
AGG False False 26 -0.657843 9 1 True 3 3 0.000

CGG False False 7 -1.411552 5 5 False 1 1 0.000

Trichobilharzia_regenti
AGA False False 10 0.209068 5 0 True 1 1 0.002

CGT False False 25 -1.891947 8 21 False 1 1 0.000

Ascidiella_aspersa
AGA True True 6 3.772532 5 0 True 4 5 0.998

AGG True True 26 3.251232 8 0 True 8 19 1.000

Versteria_mustelae
AGA False False 13 -0.088063 8 0 True 2 2 0.002

CGT False False 20 -1.481481 6 17 False 2 2 0.000

Trichinella
AGA False False 32 -0.441318 7 0 True 2 4 0.050

AGG False False 5 0.530303 3 0 True 1 1 0.237

Lumbricus AGA False False 11 -0.162037 7 0 True 1 1 0.003

Katharina AGA False False 7 0.352518 5 0 True 2 2 0.053
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Haplorchis_taichui
CGG False False 12 -1.231423 7 8 False 2 2 0.000

CGT False False 16 -1.750397 7 15 False 1 1 0.000

Euseius_nicholsi AGA True True 26 0.526421 9 0 True 4 7 0.527
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