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Metaseiulus_occidentalis
TCA False False 17 1.174242 6 12 False 1 3 0.000

TCT False False 39 0.553806 9 29 False 1 1 0.000

Schistosoma

AGT False False 32 0.208102 10 13 False 3 3 0.000

TCA False False 17 0.268882 8 9 False 1 1 0.000

TCT False False 38 0.475676 8 14 False 5 5 0.000

Aphrocallistes_vastus TCA False False 28 0.497258 8 19 False 1 1 0.000

Paracentrotus TCC False False 14 0.744059 8 11 False 1 1 0.000

Fasciola
AGT False False 36 0.462751 10 20 False 2 3 0.000

TCT False False 52 0.185476 10 20 False 3 3 0.000

Trichobilharzia_regenti

AGC False False 4 0.468354 4 1 False 1 1 0.000

AGT False False 45 0.032805 9 15 False 2 3 0.000

TCA False False 6 1.173729 4 4 False 1 1 0.000

TCT False False 37 0.498611 8 21 False 2 2 0.000

Versteria_mustelae

AGT False False 37 0.113324 9 15 False 3 3 0.000

TCG False False 7 0.447273 6 2 False 1 1 0.000

TCT False False 53 0.051332 11 20 False 1 1 0.000

Euseius_nicholsi
TCA False False 17 0.949464 7 14 False 1 1 0.000

TCT False False 38 0.837710 8 28 False 2 4 0.000

Patiria

TCA False False 19 0.851902 8 18 False 1 1 0.000

TCC False False 26 0.890099 6 25 False 1 1 0.000

TCT False False 19 0.732000 6 16 False 1 1 0.000

Daphnia
AGT False False 9 0.455840 6 5 False 1 1 0.000

TCC False False 9 0.971429 7 8 False 1 1 0.000

Haplorchis_taichui

AGC False False 7 0.362637 6 2 False 1 1 0.000

AGT False False 21 0.509180 9 10 False 2 3 0.000

TCT False False 43 0.194991 8 15 False 3 3 0.001

Lumbricus
TCC False False 14 0.844322 6 13 False 1 1 0.000

TCT False False 15 0.802065 9 13 False 1 1 0.000

Halocynthia
TCC False False 4 1.418301 4 3 False 1 1 0.000

TCT False False 39 0.587156 10 29 False 2 2 0.000

Limulus
TCA False False 28 0.793199 8 25 False 1 1 0.000

TCT False False 29 0.856643 8 25 False 2 2 0.000

Echinococcus_equinus

AGT False False 23 0.039911 7 12 False 1 1 0.000

TCA False False 10 0.366412 8 3 False 1 1 0.000

TCT False False 41 0.159420 10 18 False 2 2 0.000

Taenia_crassiceps
AGT False False 36 0.059490 9 17 False 1 1 0.000

TCT False False 44 0.069208 11 14 False 2 2 0.000

Axinella TCT False False 30 0.724786 9 25 False 2 2 0.000
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Terebratulina

TCA False False 13 0.925197 8 12 False 1 1 0.000

TCC False False 30 0.733617 10 27 False 1 1 0.000

TCG False False 1 4.894737 1 0 False 1 1 0.087

TCT False False 24 0.695838 10 18 False 2 2 0.000

Bfloridae TCG False False 7 1.046763 4 5 False 1 1 0.076

Katharina
AGC False False 2 1.850000 2 1 False 1 1 0.156

AGT False False 4 1.927152 3 2 False 2 2 0.193

Geodia
AGC False False 2 1.064103 2 0 False 1 1 0.053

TCA False False 19 0.806233 8 16 False 1 1 0.000

Metridium TCT False False 31 0.830173 9 30 False 1 1 0.000

Tetrancistrum_nebulosi

AGC False False 6 0.877637 3 4 False 1 1 0.000

AGT False False 25 0.021450 9 7 False 2 2 0.000

TCA False False 10 0.882353 7 5 False 2 2 0.000

TCT False False 38 0.188806 8 16 False 1 1 0.000

Trichinella
TCC False False 16 0.388179 6 8 False 1 1 0.000

TCG False False 5 1.412060 2 4 False 1 1 0.001

Balanoglossus TCA False False 24 0.823906 9 23 False 1 1 0.000

Acropora
TCC False False 6 0.568966 4 3 False 1 1 0.000

TCT False False 36 0.709677 8 32 False 1 1 0.000

Pseudogarypus_banksi
TCA False False 30 0.910026 10 16 False 3 5 0.000

TCT False False 43 0.514881 11 28 False 2 2 0.000

Benedenia_hoshinai
AGC False False 12 0.891489 6 6 False 2 2 0.000

TCT False False 53 0.059788 10 23 False 2 2 0.000

Myxine
TCA False False 39 0.800131 10 33 False 3 3 0.000

TCC False False 19 0.865410 7 14 False 2 2 0.000

Drosophila AGT False False 9 0.770115 8 7 False 1 1 0.000

Ciona
AGT False False 27 0.634123 8 21 False 1 1 0.000

TCT False False 33 0.774922 10 21 False 3 4 0.000

Saccoglossus TCA False False 29 0.721340 8 26 False 1 1 0.000

Strigamia_maritima

TCA False False 21 0.869458 7 20 False 1 1 0.000

TCC False False 9 0.702857 5 6 False 1 1 0.000

TCT False False 29 0.709790 8 25 False 1 1 0.000

Caenorhabditis

AGT False False 13 0.878728 7 8 False 2 2 0.000

TCA False False 19 0.428181 8 10 False 2 2 0.000

TCG False False 1 3.578947 1 0 False 1 1 0.154

TCT False False 23 0.415073 9 12 False 1 1 0.000

Homo
AGT False False 5 0.416244 5 2 False 1 1 0.000

TCA False False 31 0.823578 8 29 False 2 2 0.000

Ascidiella_aspersa

AGC False False 12 0.325482 7 7 False 1 1 0.000

AGT False False 24 0.769561 9 14 False 4 4 0.000

TCC False False 9 0.779037 5 6 False 1 1 0.000
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TCT False False 36 0.646933 9 24 False 2 2 0.000

Blanceolatum TCG False False 4 1.424051 4 3 False 1 1 0.153

Epigonichthys TCG False False 9 1.077586 4 8 False 1 1 0.000
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