CoReTracker report

MmagnB
MmagnA
MingeA
MstarA
MtetrA
CalaiA

GAC
GAC
GAT
GAT
GAC
GAT

Clad.
Val

False
False
False
False
False

False

Reassigned

False
False
False
False
False

False

Tot.
count

36
35
51
55
48
57

Telford

-0.875928
-0.871557
-0.916956
-0.924345
-0.935924
-0.897615

Tot.
Genes

10
10
10

Use.
count

34
33
50
54
44
54

Trans.
Val

False
False
False
False
False

False
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