CoReTracker report

LstarA
PpastA
CjiufA
SpombA
SoctoA
OanguA
ScryoA

CAA
CAA
CAA
CAA
CAA
CAA
CAA

Clad.
Val

False
False
False
False
False
False

False

Reassigned

False
False
False
False
False
False

False

Tot.
count

33
38
39
28
24
37
25

Telford

0.545513
0.973383
0.936426
0.321000
0.407984
0.883700
0.428243

Tot.
Genes

12
12

12

Use.
count

23
36
37
17
15
33
16

Trans.
Val
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False
False
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