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CnorvA AAT False False 89 0.452499 13 68 False 1 1
MingeA AAT False False 80 0.641904 12 64 False 2 2
CfrijA AAT False False 68 0.913725 12 63 False 1 1

AAC False False 22 0.691547 9 18 False 1 1
CgallA

AAT False False 62 0.642034 13 49 False 1 1
CbuenA AAT False False 60 0.925045 10 57 False 1 1
CviswA AAT False False 71 0.903196 12 66 False 1 1

AAC False False 24 0.735439 9 20 False 1 1
CdefoA

AAT False False 62 0.533040 13 47 False 1 1
PpastA AAT False False 69 0.924895 10 62 False 2 2
MstarA AAT False False 79 0.738794 12 66 False 2 2
SjapoA AAT False False 70 0.245924 7 36 False 3 3
NbaciA AAT False False 51 0.769907 7 45 False 1 1
CvartA AAT False False 75 0.528789 11 57 False 1 1
CdublA AAT False False 56 0.912695 10 53 False 1 1
CalbiE AAT False False 27 1.021755 7 26 False 1 1
CtetrA AAT False False 54 0.902370 10 51 False 1 1
CalbiC AAT False False 49 0.949381 12 48 False 1 1
CalbiB AAT False False 49 0.949381 12 48 False 1 1
CalbiA AAT False False 45 0.977998 11 44 False 1 1
SoctoA AAC False False 12 0.608453 5 7 False 1 1
CalbiD AAT False False 47 0.967987 11 46 False 1 1
MmagnB AAC False False 74 0.677199 12 62 False 1 1
MmagnA AAC False False 74 0.701997 12 63 False 1 1
MguilA AAC False False 15 1.137931 7 14 False 1 1
WmucoA AAT False False 60 0.604974 10 48 False 1 1
ClusiA AAT False False 62 0.922013 11 59 False 1 1
CsantA AAT False False 55 0.680492 12 44 False 1 1
MtetrA AAC False False 81 0.640727 12 68 False 1 1
CsaraA AAT False False 71 0.815553 12 65 False 1 1
CtropB AAC False False 60 0.947581 11 58 False 1 1
CsuavA AAT False False 66 0.534763 10 51 False 1 1
CtropA AAC False False 60 0.947581 11 58 False 1 1
MfariA AAT False False 57 0.878049 12 54 False 1 1

AAC False False 25 0.829899 9 19 False 1 1
PkluyA

AAT False False 56 0.658992 11 46 False 1 1
MfariB AAT False False 65 0.772735 11 59 False 1 1
CalaiA AAT False False 70 0.800869 10 63 False 1 1
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count

83
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31
21
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21
61
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67
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25
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64
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Telford

0.508737
0.858764
0.463720
0.602819
1.047025
0.720738
0.658799
0.720738
0.658799
0.554104
0.540243
0.881359
0.916587
0.881359
0.823671
0.770424
0.787394
0.911182
0.896393
0.298040
0.002320
0.216629
0.656584
0.552632
-0.464548
1.055418
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12
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