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Halocynthia TGA False False 19 0.805405 7 16 False 1 1 0.000

Schistosoma TGA False False 25 0.928279 8 18 False 1 1 0.000

Aphrocallistes_vastus TGA False False 49 1.042948 9 46 False 1 1 0.000

Terebratulina TGA False False 52 1.103896 10 50 False 1 1 0.051

Caenorhabditis TGA False False 40 1.119714 10 39 False 1 1 0.000

Fasciola TGG False False 35 1.036873 9 26 False 1 1 0.000

Trichobilharzia_regenti TGA False False 12 1.583691 8 9 False 1 1 0.000

Trichinella TGA False False 43 0.964307 9 37 False 1 1 0.000

Haplorchis_taichui
TGA False False 23 1.164983 8 16 False 1 1 0.000

TGG False False 25 0.747412 9 19 False 1 1 0.000

Lumbricus TGA False False 43 1.121671 10 42 False 1 1 0.051
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