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Examples of global data association results from DT-IMS-MS analyses of endogenous metabolites and exogenous chemicals. As the drift tube voltage decreases, arrival time of the ions increases. The following plots show the optimal association hypotheses of each analysis. Each connected purple dot represents a hypothetical ion path. Peaks that were filtered in the preprocessing step were marked with green, yellow, and maroon.
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�Resolved


�Is it simple to take the dataset names out of the figure headers?  This information is meaningless to the reader.





