
full	
  genome	
  
nucleo+de	
  count	
  

hash	
  table	
  

parent	
  SAM	
  genome	
  FASTA	
  mutant	
  SAM	
  

full	
  genome	
  
nucleo+de	
  count	
  

hash	
  table	
  

mutant over 
thresholds? 

parent under 
thresholds? 

genome	
  GFF	
   nonsynonymous 
change? 

nonsynonymous	
  
variant	
  report	
  

segment	
  read	
  count	
  
sta+s+cal	
  
distribu+on	
  

copy	
  number	
  
variant	
  report	
  


